Division of Signal Tranduction Therapy

Standard Operating Procedure
Preparation of hnRNP A1 [2 - 189]

Protein description:- hnRNP A1 [2 - 189]
Clone number:- DU 4003

Sour ce: - Recombinant
Expression system: - E.coli

Tag:- N-terminal GST and HA
Purification method:- GSH Sepharose
Expression level:- 10 mg/L

Calculated molecular mass:- 49, 552 daltons
Purity:- 95 %

Enzyme stor age buffer :-

50 mM Tris-HCI pH 7.5, 50 % glycerol, 150 mM NaCl, 0.1 mM EGTA,
0.1 % 2-mercaptoethanol, 0.02 % Brij-35, 0.2 mM PMSF, 1 mM Benzamidine.

Stor age temper atur e: - -20°C
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CLONE DATA SHEET

hnRNP A1[2 - 189]

Protein hnRNP A1 [2 - 189]

Clone number DU 4003

Species Human

Accession no NM_031157

Tags N-terminal GST and HA

Bacterially VEPI LGYWKI KGLVQPTRLLLEYLEEKYEEHL YERDEGDKW

expressed prtoein RNKKFEL GLEFPNLPYYI DGDVKLTQSNVAI | RYI ADKHNML
GGCPKERAEI SMLEGAVLDI RYGVSRI AYSKDFETLKVDFL
SKLPEM_KMFEDRL CHKTYLNGDHVTHPDFM. YDALDWVLY
VDPMCL DAFPKLVCFKKRI EAI PQ DKYLKSSKY! AWPL QG
WOATFGGEDHPPKSDL EVLFOQGPL GSATMYPYDVPDYASKS
ESPKEPEQLRKLFI GE-SFETTDESLRSHFEQAGTL TDCWWV
VRDPNTKRSRGFGFVTYATVEEVDAAMNARPHKVDGRVVEP
KRAVSREDSQRPGAHL TVKKI FVGE KEDTEEHHLRDYFEQ
YG&KI EVI EI MTDRGSCGKKRGFAFVTFDDHDSVDKI VI QKYH
TVNGHNCEVRKAL SKQEMVASA

Native sequence Amino acids S2 — A189 of human hnRNP A1l.
[Full length protein ends at residue F372]
Residue G244 of the fusion protein is equivalent to S2 of the
native protein. The GST tag islocated at residues 1 — 220
and the HA tag islocated at residues 235 — 243.

Proteasecleavage  PreScission (LEVLFOQGPL) residues 221 - 229

Cloning sites BamH1 of pGEX-6P-1
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Complete
nucleotide sequence

ATGTCCCCTATACTAGGT TATTGGAAAATTAAGGGECCTTGT
GCAACCCACTCGACTTCTTTTGGAATATCT TGAAGAAAAAT
ATGAAGAGCATTTGTATGAGCGCCGATGAAGGT GATAAATGG
CGAAACAAAAAGT TTGAATTGGGT TTGGAGT TTCCCAATCT
TCCTTATTATATTGATGGTGATGI TAAATTAACACAGICTA
TGGCCATCATACGT TATATAGCTGACAAGCACAACATGI TG
GGTGGTTGI CCAAAAGAGCGT GCAGAGATTTCAATGCTTGA
AGGAGCGGT TTTGGATATTAGATACGGTGT TTCGAGAATTG
CATATAGTAAAGACTTTGAAACTCTCAAAGI TGATTTTCTT

AGCAAGCTACCTGAAATGCTGAAAATGT TCGAAGATCGTTT
ATGTCATAAAACATATTTAAATGGTGATCATGTAACCCATC
CTGACTTCATGI TGTATGACCCTCTTGATGI TGTTTTATAC
ATGGACCCAATGT GCCTGGATGCGT TCCCAAAATTAGTITTG
TTTTAAAAAACGTATTGAAGCTATCCCACAAATTGATAAGT
ACTTGAAATCCAGCAAGTATATAGCATGECCTTTGCAGGEEC
TGGCAAGCCACGT TTGGT GGT GGCGACCATCCTCCAAAATC
GGATCTGGAAGI TCTGT TCCAGGEECCCCT GGGAT CCGCCA
CCATGTACCCATACGATGI GCCAGATTACGCCTCTAAGTCA
GAGT CTCCTAAAGAGCCCGAACAGCTGAGGAACGCTCTTCAT
TGGAGGGT TGAGCT TTGAAACAACT GATGAGAGCCT GAGGA
GCCATTTTGAGCAAT GGGGAACGCTCACGGACTGTGTGGTA
ATGAGAGATCCAAACACCAAGCGCTCCAGEEECTTTGEGTT
TGTCACATATGCCACTGT GGAGGAGGT GGATGCAGCTATGA
ATGCAAGGCCACACAAGGT GGATGGAAGAGT TGTGGAACCA
AAGAGAGCT GT CTCCAGAGAAGATTCTCAAAGACCAGGTGC
CCACTTAACTGTGAAAAAGATATTTGTTGGT GGCATTAAAG
AAGACACTGAAGAACATCACCTAAGAGATTATTTTGAACAG
TATGGAAAAAT TGAAGT GAT TGAAAT CATGACT GACCGAGG
CAGT GGCAAGAAAAGGEECTTTGCCTTTGTAACCTTTGACG
ACCATGACTCCGTGGATAAGATTGT CATTCAGAAATACCAT
ACTGTGAATGGCCACAACT GTGAAGT TAGAAAAGCCCTGTC
AAAGCAAGAGATGECTAGT CCTt aa




