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Standard Operating Procedure 
 

Preparation of active USP37 [1 - 979] 
 

 
Enzyme description:-  USP37 [1 - 979] 
 
Clone number:-   DU 67226 
 
Source:-    Recombinant 
 
Expression system:-   Baculovirus expression vector system 
 
Tag:-     N–terminal GST 
 
Purification  method:-  GSH Sepharose 
 
 
Calculated molecular mass:- 
Monoisotopic  137, 678.18 daltons 
Average Mass  137, 764.66 daltons 
[cysteines reduced, methionines have not been oxidised 
 
Theoretical pI:-   5.84 
 
Purity:-    >80 % 
 
Activation protocol:-  Constitutively active 
 
Enzyme storage buffer:-  
50 mM HEPES pH 7.5, 10% glycerol, 150mM NaCl, 1mM DTT 
 
 
Storage temperature:-  -70 °C 
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Clone Data Sheet 
 

USP37 [1 - 979] 
 
 
Protein 

 
USP37 [1 - 979] 

 
Clone number 

 
DU 67226 

 
Species 

 
Human 

 
Accession number 

 
Q86T82-1 
 

Tags N-terminal GST 
 
 

Baculovirus 
expressed protein 

MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNK
KFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKE
RAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKM
FEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKL
VCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSD
LEVLFQGPLGSPEFPGRLMSPLKIHGPIRIRSMQTGITKWKEGS
FEIVEKENKVSLVVHYNTGGIPRIFQLSHNIKNVVLRPSGAKQS
RLMLTLQDNSFLSIDKVPSKDAEEMRLFLDAVHQNRLPAAMKPS
QGSGSFGAILGSRTSQKETSRQLSYSDNQASAKRGSLETKDDIP
FRKVLGNPGRGSIKTVAGSGIARTIPSLTSTSTPLRSGLLENRT
EKRKRMISTGSELNEDYPKENDSSSNNKAMTDPSRKYLTSSREK
QLSLKQSEENRTSGLLPLQSSSFYGSRAGSKEHSSGGTNLDRTN
VSSQTPSAKRSLGFLPQPVPLSVKKLRCNQDYTGWNKPRVPLSS
HQQQQLQGFSNLGNTCYMNAILQSLFSLQSFANDLLKQGIPWKK
IPLNALIRRFAHLLVKKDICNSETKKDLLKKVKNAISATAERFS
GYMQNDAHEFLSQCLDQLKEDMEKLNKTWKTEPVSGEENSPDIS
ATRAYTCPVITNLEFEVQHSIICKACGEIIPKREQFNDLSIDLP
RRKKPLPPRSIQDSLDLFFRAEELEYSCEKCGGKCALVRHKFNR
LPRVLILHLKRYSFNVALSLNNKIGQQVIIPRYLTLSSHCTENT
KPPFTLGWSAHMAISRPLKASQMVNSCITSPSTPSKKFTFKSKS
SLALCLDSDSEDELKRSVALSQRLCEMLGNEQQQEDLEKDSKLC
PIEPDKSELENSGFDRMSEEELLAAVLEISKRDASPSLSHEDDD
KPTSSPDTGFAEDDIQEMPENPDTMETEKPKTITELDPASFTEI
TKDCDENKENKTPEGSQGEVDWLQQYDMEREREEQELQQALAQS
LQEQEAWEQKEDDDLKRATELSLQEFNNSFVDALGSDEDSGNED 
VFDMEYTEAEAEELKRNAETGNLPHSYRLISVVSHIGSTSSSGH
YISDVYDIKKQAWFTYNDLEVSKIQEAAVQSDRDRSGYIFFYMH
KEIFDELLETEKNSQSLSTEVGKTTRQAS  

 
Native sequence 

 
Amino acids M1 – S979 (end residue) of human USP37. 
Residue M239 of the fusion protein is equivalent to M1 of the 
native enzyme. The GST tag is located at residues 1 - 220. 
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The following amino acid substitution is present: 
L – S, where L979 of the native enzyme is S1217 of the fusion 
protein. 

 
Protease cleavage 

 
PreScission (LEVLFQGP) residues 221 - 228 

 
Cloning sites 

 
SalI+2 and NotI sites of pFastBac Dual. 
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Nucleotide 
sequence of insert  

cgactcATGTCTCCTCTGAAGATACATGGTCCTATCAGAATTCGAAGTA
TGCAGACTGGGATTACAAAGTGGAAAGAAGGATCCTTTGAAATTGTAGA
AAAAGAGAATAAAGTCAGCCTAGTAGTTCACTACAATACTGGAGGAATT
CCAAGGATATTTCAGCTAAGTCATAACATTAAAAATGTGGTGCTTCGAC
CCAGTGGAGCGAAACAAAGCCGCCTAATGTTAACTCTGCAAGATAACAG
CTTCTTGTCTATTGACAAAGTACCAAGTAAGGATGCAGAGGAAATGAGG
TTGTTTCTAGATGCAGTCCATCAAAACAGACTTCCTGCAGCCATGAAAC
CGTCTCAGGGGTCTGGTAGTTTTGGAGCCATTCTGGGCAGCAGGACCTC
ACAGAAGGAAACCAGCAGGCAGCTTTCTTACTCAGACAATCAGGCTTCT
GCAAAAAGAGGAAGTTTGGAAACTAAAGATGATATTCCATTTCGAAAAG
TTCTTGGTAATCCGGGTAGAGGATCGATTAAGACTGTAGCAGGAAGTGG
AATAGCTCGGACGATTCCTTCTTTGACATCTACTTCAACACCTCTTAGA
TCAGGGTTGCTAGAAAATCGTACTGAAAAGAGGAAAAGAATGATATCAA
CTGGCTCAGAATTGAATGAAGATTACCCTAAGGAAAATGATTCATCATC
GAACAACAAGGCCATGACAGATCCCTCCAGAAAGTATTTAACCAGCAGT
AGAGAAAAGCAGCTGAGTTTGAAACAGTCAGAAGAGAATAGGACATCAG
GGCTTTTACCTTTACAGTCATCATCCTTTTATGGTAGCAGAGCTGGATC
CAAGGAACACTCTTCTGGTGGCACTAACTTAGACAGGACTAATGTTTCA
AGCCAGACTCCCTCTGCCAAAAGAAGTTTGGGATTTCTTCCTCAGCCAG
TTCCTCTTTCTGTTAAAAAACTGAGGTGTAACCAGGATTACACTGGCTG
GAATAAACCAAGAGTGCCCCTTTCCTCTCACCAACAGCAGCAACTGCAG
GGCTTCTCCAATTTGGGAAATACCTGCTATATGAATGCTATTCTACAAT
CTCTATTTTCACTCCAGTCATTTGCAAATGACTTGCTTAAACAAGGTAT
CCCATGGAAGAAAATTCCACTCAATGCACTTATCAGACGCTTTGCACAC
TTGCTTGTTAAAAAAGATATCTGTAATTCAGAGACCAAAAAGGATTTAC
TCAAGAAGGTTAAAAATGCCATTTCAGCTACAGCAGAGAGATTCTCTGG
TTATATGCAGAATGATGCTCATGAATTTTTAAGTCAGTGTTTGGACCAG
CTGAAAGAAGATATGGAAAAATTAAATAAAACTTGGAAGACTGAACCTG
TTTCTGGAGAAGAAAATTCACCAGATATTTCAGCTACCAGAGCATACAC
TTGCCCTGTTATTACTAATTTGGAGTTTGAGGTTCAGCACTCCATCATT
TGTAAAGCATGTGGAGAGATTATCCCCAAAAGAGAACAGTTTAATGACC
TCTCTATTGACCTTCCTCGTAGGAAAAAACCACTCCCTCCTCGTTCAAT
TCAAGATTCTCTTGATCTTTTCTTTAGGGCCGAAGAACTGGAGTATTCT
TGTGAGAAGTGTGGTGGGAAGTGTGCTCTTGTCAGGCACAAATTTAACA
GGCTTCCTAGGGTCCTCATTCTCCATTTGAAACGATATAGCTTCAATGT
GGCTCTCTCGCTTAACAATAAGATTGGGCAGCAAGTCATCATTCCAAGA
TACCTGACCCTGTCATCTCATTGCACTGAAAATACAAAACCACCTTTTA
CCCTTGGTTGGAGTGCACATATGGCAATTTCTAGACCATTGAAAGCCTC
TCAAATGGTGAATTCCTGCATCACCAGCCCTTCTACACCTTCAAAGAAA
TTCACCTTCAAATCCAAGAGCTCCTTGGCTTTATGCCTTGATTCAGACA
GTGAGGATGAGCTAAAACGTTCTGTGGCCCTCAGCCAGAGACTTTGTGA
AATGTTAGGCAACGAACAGCAGCAGGAAGACCTGGAAAAAGATTCAAAA
TTATGCCCAATAGAGCCTGACAAGTCTGAATTGGAAAACTCAGGATTTG
ACAGAATGAGCGAAGAAGAGCTTCTAGCAGCTGTCTTGGAGATAAGTAA
GAGAGATGCTTCACCATCTCTGAGTCATGAAGATGATGATAAGCCAACT
AGCAGCCCAGATACCGGATTTGCAGAAGATGATATTCAAGAAATGCCAG
AAAATCCAGACACTATGGAAACTGAGAAGCCCAAAACAATCACAGAGCT
GGATCCTGCCAGTTTTACTGAGATAACTAAAGACTGTGATGAGAATAAA
GAAAACAAAACTCCAGAAGGATCTCAGGGAGAAGTTGATTGGCTCCAGC
AGTATGATATGGAGCGTGAAAGGGAAGAGCAAGAGCTTCAGCAGGCACT
GGCTCAGAGCCTTCAAGAGCAAGAGGCTTGGGAACAGAAAGAAGATGAT
GACCTCAAAAGAGCTACCGAGTTAAGTCTTCAAGAGTTTAACAACTCCT
TTGTGGATGCATTGGGTTCTGATGAGGACTCTGGAAATGAGGATGTTTT
TGATATGGAGTACACAGAAGCTGAAGCTGAGGAACTGAAAAGAAATGCT
GAGACAGGAAATCTGCCTCATTCGTACCGGCTCATCAGTGTTGTCAGTC
ACATTGGTAGCACTTCTTCTTCAGGTCATTACATTAGTGATGTATATGA
CATTAAGAAGCAAGCGTGGTTTACTTACAATGACCTGGAGGTATCAAAA
ATCCAAGAGGCTGCCGTGCAGAGTGATCGAGATCGGAGTGGCTACATCT
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TCTTTTATATGCACAAGGAGATCTTTGATGAGCTGCTGGAAACAGAAAA
GAACTCTCAGTCACTTAGCACGGAAGTGGGGAAGACTACCCGTCAGGCC
TCGtgagcggccgc 
 

 


