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Standard Operating Procedure 
 

Preparation of active USP20 [1 - 914] 
 

 
Enzyme description:-  USP20 [1 - 914] 
 
Clone number:-   DU 15664 
 
Source:-    Recombinant 
 
Expression system:-   Baculovirus expression vector system 
 
Tag:-     N–terminal GST 
 
Purification  method:-  GSH Sepharose 
 
 
Calculated molecular mass:- 
Monoisotopic  128, 629.86 daltons 
Average Mass  128, 712.17 daltons 
[cysteines reduced, methionines have not been oxidised 
 
Theoretical pI:-   5.78 
 
Purity:-    >80 % 
 
Activation protocol:-  Constitutively active 
 
Enzyme storage buffer:-  
50 mM Tris-HCl pH 7.5, 270 mM sucrose, 150 mM NaCl, 0.1 mM EGTA, 
10 mM DTT 
 
Storage temperature:-  -70 °C 
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Clone Data Sheet 
 

USP20 [1 - 914] 
 
 
Protein 

 
USP20 [1 - 914] 

 
Clone number 

 
DU 15664 

 
Species 

 
Human 

 
Accession number 

 
Q9Y2K6 
 

Tags N-terminal GST 
 
 

Baculovirus 
expressed protein 

MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNK
KFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKE
RAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKM
FEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKL
VCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSD
LEVLFQGPLGSMGDSRDLCPHLDSIGEVTKEDLLLKSKGTCQSC
GVTGPNLWACLQVACPYVGCGESFADHSTIHAQAKKHNLTVNLT
TFRLWCYACEKEVFLEQRLAAPLLGSSSKFSEQDSPPPSHPLKA
VPIAVADEGESESEDDDLKPRGLTGMKNLGNSCYMNAALQALSN
CPPLTQFFLECGGLVRTDKKPALCKSYQKLVSEVWHKKRPSYVV
PTSLSHGIKLVNPMFRGYAQQDTQEFLRCLMDQLHEELKEPVVA
TVALTEARDSDSSDTDEKREGDRSPSEDEFLSCDSSSDRGEGDG
QGRGGGSSQAETELLIPDEAGRAISEKERMKDRKFSWGQQRTNS
EQVDEDADVDTAMAALDQPAEAQPPSPRSSSPCRTPEPDNDAHL
RSSSRPCSPVHHHEGHAKLSSSPPRASPVRMAPSYVLKKAQVLS
AGSRRRKEQRYRSVISDIFDGSILSLVQCLTCDRVSTTVETFQD
LSLPIPGKEDLAKLHSAIYQNVPAKPGACGDSYAAQGWLAFIVE
YIRRFVVSCTPSWFWGPVVTLEDCLAAFFAADELKGDNMYSCER
CKKLRNGVKYCKVLRLPEILCIHLKRFRHEVMYSFKINSHVSFP
LEGLDLRPFLAKECTSQITTYDLLSVICHHGTAGSGHYIAYCQN
VINGQWYEFDDQYVTEVHETVVQNAEGYVLFYRKSSEEAMRERQ
QVVSLAAMREPSLLRFYVSREWLNKFNTFAEPGPITNQTFLCSH
GGIPPHKYHYIDDLVVILPQNVWEHLYNRFGGGPAVNHLYVCSI
CQVEIEALAKRRRIEIDTFIKLNKAFQAEESPGVIYCISMQWFR
EWEAFVKGKDNEPPGPIDNSRIAQVKGSGHVQLKQGADYGQISE 
ETWTYLNSLYGGGPEIAIRQSVAQPLGPENLHGEQKIEAETRAV 
 

 
Native sequence 

 
Amino acids M1 – V914 (end residue) of human USP20. 
Residue M234 of the fusion protein is equivalent to M1 of the 
native enzyme. The GST tag is located at residues 1 - 220. 
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Protease cleavage PreScission (LEVLFQGP) residues 221 - 228 
 
Cloning sites 

 
BamHI and NotI sites of pFastBac Dual. 
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Nucleotide 
sequence of insert  

 
ggatccATGGGGGACTCCAGGGACCTTTGCCCTCACCTTGACTCCATAG
GAGAGGTGACCAAAGAGGACTTGCTGCTCAAATCTAAGGGAACCTGTCA
GTCGTGTGGGGTCACCGGACCAAACCTATGGGCCTGTCTGCAGGTTGCC
TGCCCCTATGTTGGCTGCGGAGAATCCTTCGCTGACCACAGCACCATTC
ATGCACAGGCAAAAAAGCACAACTTGACCGTGAACCTGACCACGTTCCG
ACTGTGGTGTTACGCCTGTGAGAAGGAGGTATTCCTGGAGCAGCGGCTG
GCAGCCCCTCTGCTGGGCTCCTCTTCCAAGTTCTCTGAACAGGACTCCC
CGCCACCCTCCCACCCTCTGAAAGCTGTTCCTATTGCTGTGGCTGATGA
AGGAGAGTCTGAGTCAGAGGATGATGACCTGAAACCTCGAGGCCTCACG
GGCATGAAGAACCTCGGGAACTCCTGCTACATGAACGCCGCCCTGCAGG
CCCTGTCCAATTGCCCGCCGCTGACTCAGTTCTTCTTGGAGTGTGGCGG
CCTGGTGCGCACAGATAAGAAGCCAGCCCTGTGCAAGAGCTACCAGAAG
CTGGTCTCTGAGGTCTGGCATAAGAAACGGCCAAGCTACGTGGTCCCCA
CCAGTCTGTCTCATGGGATCAAGTTGGTCAACCCAATGTTCCGAGGCTA
TGCCCAGCAGGACACCCAAGAGTTCCTTCGCTGCCTGATGGACCAGCTG
CACGAGGAGCTCAAGGAGCCGGTGGTGGCCACGGTGGCGCTGACGGAGG
CTCGGGACTCAGATTCGAGTGACACGGATGAGAAACGGGAGGGTGACCG
GAGCCCATCAGAAGATGAGTTCTTGTCCTGTGACTCGAGCAGTGACCGG
GGTGAGGGTGACGGGCAGGGGCGTGGCGGGGGCAGCTCGCAGGCCGAGA
CGGAGCTGCTGATCCCAGATGAGGCGGGCCGAGCCATCTCTGAGAAGGA
GCGGATGAAGGACCGCAAGTTCTCCTGGGGCCAGCAGCGTACAAACTCG
GAGCAAGTGGACGAGGACGCTGATGTGGACACTGCCATGGCTGCCCTTG
ACCAGCCCGCGGAGGCCCAGCCCCCGTCACCACGGTCCTCCAGCCCCTG
CCGGACGCCAGAGCCGGACAATGATGCTCACCTACGCAGCTCCTCTCGC
CCCTGCAGCCCCGTCCACCACCACGAGGGCCATGCCAAGCTGTCTAGCA
GCCCCCCTCGTGCAAGCCCCGTGAGGATGGCACCGTCGTACGTGCTCAA
GAAAGCCCAGGTATTGAGTGCTGGCAGCCGGAGGCGGAAGGAGCAGCGC
TACCGCAGCGTCATCTCAGACATCTTTGACGGCTCCATTCTCAGCCTCG
TGCAGTGTCTCACCTGTGACCGGGTATCCACCACAGTGGAAACGTTCCA
GGACTTATCACTGCCCATTCCTGGAAAGGAGGACCTGGCCAAGCTCCAT
TCAGCCATCTACCAGAATGTGCCGGCCAAGCCAGGCGCCTGTGGGGACA
GCTATGCCGCCCAGGGCTGGCTGGCCTTCATTGTGGAGTACATCCGACG
GTTTGTGGTATCCTGTACCCCCAGCTGGTTTTGGGGGCCTGTCGTCACC
CTGGAAGACTGCCTTGCTGCCTTCTTTGCCGCTGATGAGTTAAAGGGTG
ACAACATGTACAGCTGTGAGCGGTGTAAGAAGCTGCGGAACGGAGTGAA
GTACTGCAAAGTCCTGCGGTTGCCCGAGATCCTGTGCATTCACCTAAAG
CGCTTTCGGCACGAGGTGATGTACTCATTCAAGATCAACAGCCACGTCT
CCTTCCCCCTCGAGGGGCTCGACCTGCGCCCCTTCCTTGCCAAGGAGTG
CACATCCCAGATCACCACCTACGACCTCCTCTCGGTCATCTGCCACCAC
GGCACGGCAGGCAGTGGGCACTACATCGCCTACTGCCAGAACGTGATCA
ATGGGCAGTGGTACGAGTTTGATGACCAGTACGTCACAGAAGTCCACGA
GACGGTGGTGCAGAACGCCGAGGGCTACGTACTCTTCTACAGGAAGAGC
AGCGAGGAGGCCATGCGGGAGCGACAGCAGGTGGTGTCCCTGGCCGCCA
TGCGGGAGCCCAGCCTGCTGCGGTTCTACGTGTCCCGCGAGTGGCTCAA
CAAGTTCAACACCTTCGCGGAGCCAGGCCCCATCACCAACCAGACCTTC
CTCTGCTCCCACGGAGGCATCCCGCCCCACAAATACCACTACATCGACG
ACCTGGTGGTCATCCTGCCCCAGAACGTCTGGGAGCACCTGTACAACAG
ATTCGGGGGTGGCCCCGCCGTGAACCACCTGTACGTGTGCTCCATCTGC
CAGGTGGAGATCGAGGCACTGGCCAAGCGCAGGAGGATCGAGATCGACA
CCTTCATCAAGTTGAACAAGGCCTTCCAGGCCGAGGAGTCGCCGGGCGT
CATCTACTGCATCAGCATGCAGTGGTTCCGGGAGTGGGAGGCGTTCGTC
AAGGGGAAGGACAACGAGCCCCCCGGGCCCATTGACAACAGCAGGATTG
CACAGGTCAAAGGAAGCGGCCATGTCCAGCTGAAGCAGGGAGCTGACTA
CGGGCAGATTTCGGAGGAGACCTGGACCTACCTGAACAGCCTGTATGGA
GGTGGCCCCGAGATTGCCATCCGCCAGAGTGTGGCGCAGCCGCTGGGCC
CAGAGAACCTGCACGGGGAGCAGAAGATCGAAGCCGAGACGCGGGCCGT
Gtgagcggccgc 
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