MRC PPU Reagents and Services

Standard Operating Procedure
Preparation of PPM1D [1 - 605]

Enzyme description:- PPMI1D [1 - 605]
Clone number:- DU 32201
Source:- Recombinant
Expression system:- E.coli,
Tag:- N-terminal GST
Purification method:- GSH-Sepharose
Calculated molecular mass:-

Monoisotopic 94, 417.99 daltons

Average Mass 94, 478.37 daltons

[cysteines reduced, methionines have not been oxidised
Theoretical pl:- 8.67
Purity:- >80 %

Enzyme storage buffer:-
50 mM Tris-HCI pH 7.5, 150 mM NacCl, 270 mM sucrose, 2 mM MnCl,,

0.1 % 2-mercaptoethanol, 0.03 % Brij-35

Storage temperature:- -70 °C
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Clone Data Sheet
PPM1D [1 - 605]

PPMI1D [1 - 605]
DU 32201
Human
NM_003620.4

N-terminal GST

MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFEL
GLEFPNLPYYIDGDVKLTQSMAITRYIADKHNMLGGCPKERAEISMLE
GAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLN
GDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKY
LKSSKYIAWPLOGWOATFGGGDHPPKSDLEVLFQGPLGSPGIPGSTRA
AAMAGLYSLGVSVFSDOGGRKYMEDVTQIVVEPEPTAEEKPSPRRSLS
QPLPPRPSPAALPGGEVSGKGPAVAAREARDPLPDAGASPAPSRCCRR
RSSVAFFAVCDGHGGREAAQFAREHLWGF IKKQKGFTSSEPAKVCAAI
RKGFLACHLAMWKKLAEWPKTMTGLPSTSGTTASVVIIRGMKMYVAHV
GDSGVVLGIQDDPKDDFVRAVEVTODHKPELPKERERIEGLGGSVMNK
SGVNRVVWKRPRLTHNGPVRRSTVIDQIPFLAVARALGDLWSYDFFSG
EFVVSPEPDTSVHTLDPOKHKYIILGSDGLWNMIPPODAISMCODQEE
KKYLMGEHGQSCAKMLVNRALGRWRORMLRADNTSAIVICISPEVDNQ
GNFTNEDELYLNLTDSPSYNSQETCVMTPSPCSTPPVKSLEEDPWPRV
NSKDHIPALVRSNAFSENFLEVSAEIARENVOGVVIPSKDPEPLEENC
AKALTLRIHDSLNNSLPIGLVPTNSTNTVMDQKNLKMSTPGOMKAQETI
ERTPPTNFKRTLEESNSGPLMKKHRRNGLSRSSGAQPASLPTTSQRKN
SVKLTMRRRLRGOKKIGNPLLHQHRKTVCVC

Amino acids M1 — C605 (end) of human PPM1D.
Residue M243 of the fusion protein is equivalent to M1 of the native
enzyme. The GST tag is located at residues 1 - 220.

PreScission (LEVLFQGP) residues 221 - 229

Not1 sites of pGEX6P-2



Nucleotide
Sequence Of Insert
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gcggcegegATGGCGGGGCTGTACTCGCTGGGAGTGAGCGTCTTCTCC
GACCAGGGCGGGAGGAAGTACATGGAGGACGTTACTCAAATCGTTGTG
GAGCCCGAACCGACGGCTGAAGAAAAGCCCTCGCCGCGGCGGTCGCTG
TCTCAGCCGTTGCCTCCGCGGCCGTCGCCGGCCGCCCTTCCCGGCGGE
GAAGTCTCGGGGAAAGGCCCAGCGGTGGCAGCCCGAGAGGCTCGCGAC
CCTCTCCCGGACGCCGGGGCCTCGCCGGCACCTAGCCGCTGCTGCCGE
CGCCGTTCCTCCGTGGCCTTTTTCGCCGTGTGCGACGGGCACGGCGGG
CGGGAGGCGGCACAGTTTGCCCGGGAGCACTTGTGGGGTTTCATCAAG
AAGCAGAAGGGTTTCACCTCGTCCGAGCCGGCTAAGGTTTGCGCTGCC
ATCCGCAAAGGCTTTCTCGCTTGTCACCTTGCCATGTGGAAGAAACTG
GCGGAATGGCCAAAGACTATGACGGGTCTTCCTAGCACATCAGGGACA
ACTGCCAGTGTGGTCATCATTCGGGGCATGAAGATGTATGTAGCTCAC
GTAGGTGACTCAGGGGTGGTTCTTGGAATTCAGGATGACCCGAAGGAT
GACTTTGTCAGAGCTGTGGAGGTGACACAGGACCATAAGCCAGAACTT
CCCAAGGAAAGAGAACGAATCGAAGGACTTGGTGGGAGTGTAATGAAC
AAGTCTGGGGTGAATCGTGTAGTTTGGAAACGACCTCGACTCACTCAC
AATGGACCTGTTAGAAGGAGCACAGTTATTGACCAGATTCCTTTTCTG
GCAGTAGCAAGAGCACTTGGTGATTTGTGGAGCTATGATTTCTTCAGT
GGTGAATTTGTGGTGTCACCTGAACCAGACACAAGTGTCCACACTCTT
GACCCTCAGAAGCACAAGTATATTATATTGGGGAGTGATGGACTTTGG
AATATGATTCCACCACAAGATGCCATCTCAATGTGCCAGGACCAAGAG
GAGAAAAAATACCTGATGGGTGAGCATGGACAATCTTGTGCCAAAATG
CTTGTGAATCGAGCATTGGGCCGCTGGAGGCAGCGTATGCTCCGAGCA
GATAACACTAGTGCCATAGTAATCTGCATCTCTCCAGAAGTGGACAAT
CAGGGAAACTTTACCAATGAAGATGAGTTATACCTGAACCTGACTGAC
AGCCCTTCCTATAATAGTCAAGAAACCTGTGTGATGACTCCTTCCCCA
TGTTCTACACCACCAGTCAAGTCACTGGAGGAGGATCCATGGCCAAGG
GTGAATTCTAAGGACCATATACCTGCCCTGGTTCGTAGCAATGCCTTC
TCAGAGAATTTTTTAGAGGTTTCAGCTGAGATAGCTCGAGAGAATGTC
CAAGGTGTAGTCATACCCTCAAAAGATCCAGAACCACTTGAAGAAAAT
TGCGCTAAAGCCCTGACTTTAAGGATACATGATTCTTTGAATAATAGC
CTTCCAATTGGCCTTGTGCCTACTAATTCAACAAACACTGTCATGGAC
CAAAAAAATTTGAAGATGTCAACTCCTGGCCAAATGAAAGCCCAAGAA
ATTGAAAGAACCCCTCCAACAAACTTTAAAAGGACATTAGAAGAGTCC
AATTCTGGCCCCCTGATGAAGAAGCATAGACGAAATGGCTTAAGTCGA
AGTAGTGGTGCTCAGCCTGCAAGTCTCCCCACAACCTCACAGCGAAAG
AACTCTGTTAAACTCACCATGCGACGCAGACTTAGGGGCCAGAAGAAA
ATTGGAAATCCTTTACTTCATCAACACAGGAAAACTGTTTGTGTTTGC

tgagcggccgce
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