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Standard Operating Procedure 
	
  

Preparation of PALM3 [1 – 673] 
	
  
Enzyme description:- PALM3 [1 – 673] 
	
  
Clone number:- DU 48825 
	
  
Source:- Recombinant 
	
  
Expression system:-   E.coli 
	
  
Tag:-                                                  N-terminal GST 

Purification  method:-                      GSH Sepharose  

Calculated molecular mass:- 
Monoisotopic 98, 458.88 daltons 
Average Mass 98, 519.65 daltons 
[cysteines reduced, methionines have not been oxidised 
	
  
Theoretical pI:- 4.66 
	
  
Purity:- >80 % 
	
  
	
  
Enzyme storage buffer:- 
50 mM Tris-HCl pH 7.5, 270 mM Sucrose, 150 mM NaCl, 0.1 mM EGTA, 
0.1 % 2-mercaptoethanol, 0.02 % Brij-35, 1 mM benzamidine, 0.2 mM PMSF 
	
  
Storage temperature:- -70 °C 
	
  
	
  



Division of Signal Tranduction Therapy 	
  
	
  
	
  
	
  

Clone Data Sheet 
 

	
  
PALM3 [1 – 673] 

	
  
	
  
Protein                         PALM3 [1 – 673] 
	
  
Clone number DU 48825 
	
  
Species Human 
	
  
Accession number NM_001145028.1 
	
  
Tags N-terminal GST 
	
  
Bacterially 
expressed protein 

MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELG
LEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGA
VLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDH
VTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSS
KYIAWPLQGWQATFGGGDHPPKSDLEVLFQGPLGSMAESSLYRQRLEVI
AEKRRLQEEIRAARREVEEEKLRVERLKRKSLRERWLMDGAAAVPEPSE
DPTSKDPQSPEGQAQARIRNLEDSLFTLQSQLQLLQSASTGAQHKPSGR
PSWRRQGHRPLSQSIVEAGSVGQTDLNKRASLPAGLVGTPPESPSEPRE
DVLGFLPGPRQVPGAAGDSSEANGPCPSPIPTPEQGLSQRAVPSEGRVG
EAKGGGVVSVVWEGLRATEDCATGATGPELEAKVEEVVLEAIGDRKGAG
SLELPAWVKEDRGIVEVVWEGVGGSDAEAMGEIGRVPEVVQTSSPRLQE
RLEAAASIEGEDVPQGSPEGDGQGGSGGEEGSFIWVERVTLSEEWEELL
VEGLEGPEVAGRERGDESPLGAEGAKTGGGEETWEAEKRKAEESMGIGS
EEKPGTGRDEAEMSPVVERKGGEKKLELESRGSAEKLGTEREGGEEPLG
IERKVEGHLRAEKEGDEEKRGAEEEEVEEPLGVEKKGGEEEPEATKEPL
EAERKGGEETLEAEKRGGEESLETEKTQGTEGDLNLEQGSREGSESQAE
EMNEAGPPLEANTETRPEKEGPQPQEKPVGALEEEGVKPQTAAEGQGPL
GDATPLLAETPAPEQPAECQPLLQGEGPSANPSAHPVPTYAPARQPEPS
APTEGEEASGPKQKTCQCCAVM 

	
  
Native sequence Amino acids M1 – M673 (end) of human PALM3. 

Residue M232 of the fusion protein is equivalent to M1 of the native 
enzyme.  The GST tag is located at residues 1 – 220. 

	
  
	
  
	
  
Protease cleavage PreScission (LEVLFQGP) residues 221 - 228 

	
  

	
  
Cloning sites BamH1 and Not1 sites of pGEX6P1
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Nucleotide 
Sequence of insert 

 
ggatccATGGCGGAGAGCTCCCTCTACCGGCAGCGGCTAGAAGTCATCG
CTGAGAAGCGGCGGCTGCAGGAGGAGATCCGCGCCGCGCGCCGGGAGGT
GGAGGAGGAGAAACTCCGCGTGGAGCGTCTCAAGAGGAAGTCTCTCCGG
GAACGTTGGCTAATGGATGGGGCAGCTGCAGTGCCAGAGCCATCCGAAG
ACCCCACCTCGAAGGACCCCCAGTCACCCGAGGGCCAGGCTCAGGCCCG
AATCCGGAACCTGGAAGACAGTTTGTTCACACTCCAGTCCCAGCTGCAA
CTGTTGCAAAGTGCTTCCACAGGTGCCCAGCACAAGCCCTCAGGCAGGC
CCAGCTGGCGCAGACAGGGTCACCGTCCTCTCTCCCAGTCCATTGTCGA
GGCAGGTTCTGTAGGCCAGACTGATCTGAACAAGAGAGCCTCCCTGCCG
GCTGGACTAGTGGGCACGCCTCCAGAGTCCCCCTCTGAGCCCAGGGAGG
ATGTCTTGGGGTTTCTGCCAGGCCCGAGGCAGGTCCCCGGGGCAGCAGG
AGACTCCTCAGAAGCCAATGGCCCATGCCCCAGCCCCATCCCCACTCCA
GAGCAGGGGCTAAGTCAGAGGGCAGTGCCATCCGAAGGGCGGGTGGGTG
AGGCCAAAGGAGGGGGCGTGGTGAGTGTGGTGTGGGAAGGGCTGAGGGC
CACAGAGGACTGTGCCACAGGGGCCACGGGCCCCGAGCTGGAGGCTAAG
GTGGAGGAAGTGGTGCTGGAAGCCATCGGAGACAGGAAGGGAGCTGGTA
GCCTGGAGCTCCCGGCCTGGGTGAAGGAGGACAGGGGCATCGTGGAGGT
GGTCTGGGAGGGGGTGGGTGGCAGTGATGCAGAGGCCATGGGGGAGATA
GGCAGGGTCCCTGAGGTCGTGCAGACTAGCTCGCCTAGGCTCCAGGAGA
GATTAGAGGCAGCAGCTTCCATAGAAGGGGAAGATGTGCCCCAGGGCAG
CCCTGAGGGTGATGGGCAGGGAGGCTCTGGAGGAGAGGAGGGTTCCTTC
ATTTGGGTGGAGAGAGTGACCCTCAGTGAAGAGTGGGAGGAGCTGCTGG
TGGAGGGGTTGGAAGGGCCCGAGGTGGCAGGGAGGGAGAGAGGAGATGA
AAGCCCGCTGGGGGCCGAGGGGGCCAAGACGGGAGGAGGCGAGGAGACC
TGGGAGGCAGAGAAGAGAAAAGCGGAAGAATCCATGGGAATAGGAAGTG
AGGAAAAGCCAGGGACAGGGAGGGATGAAGCGGAGATGTCACCAGTGGT
AGAGAGGAAAGGAGGAGAGAAGAAGTTGGAGCTGGAGAGCAGAGGAAGT
GCAGAAAAGCTGGGAACAGAGAGGGAAGGAGGTGAGGAACCACTGGGCA
TAGAGAGAAAAGTTGAGGGACATTTGAGGGCAGAGAAGGAAGGAGATGA
GGAAAAGCGAGGGGCAGAGGAGGAGGAGGTAGAAGAACCATTGGGAGTA
GAGAAGAAAGGAGGTGAGGAAGAGCCAGAGGCAACCAAAGAACCACTGG
AGGCAGAGAGAAAGGGAGGGGAGGAGACACTGGAGGCAGAGAAAAGGGG
AGGTGAGGAATCATTGGAGACAGAGAAGACCCAAGGGACGGAGGGAGAT
CTGAATCTAGAACAAGGGTCTAGGGAAGGAAGTGAATCCCAGGCAGAGG
AGATGAATGAGGCAGGGCCTCCCCTTGAGGCTAACACGGAGACAAGGCC
AGAGAAGGAAGGACCCCAGCCCCAGGAGAAGCCAGTAGGAGCCCTGGAG
GAGGAAGGAGTGAAGCCCCAAACCGCTGCTGAGGGCCAAGGCCCCTTGG
GGGATGCCACACCTCTTCTGGCAGAGACCCCAGCCCCAGAGCAGCCCGC
CGAATGCCAGCCACTGCTTCAGGGGGAGGGGCCCAGCGCCAACCCCAGT
GCCCACCCTGTGCCCACCTACGCGCCTGCCCGGCAGCCTGAGCCATCTG
CCCCCACCGAGGGTGAAGAGGCAAGTGGCCCTAAGCAAAAGACGTGCCA
GTGTTGTGCGGTCATGtgagcggccgc 
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