Division of Signal Tranduction Therapy

Standard Operating Procedure
Preparation of FKHR [2 - 655]

Protein description:- FKHR [2 - 655]

Clone number:- DU 1725

Sour ce: - Recombinant

Expression system: - E.coli

Tag:- N-terminal GST and C-terminal His(6)
Purification method:- GSH Sepharose and Ni**-NTA agarose
Expression level:- 1 mg/L

Calculated molecular mass: - 97, 115 daltons

Purity:- 85 %

Enzyme stor age buffer :-

50 mM Tris-HCI pH 7.5, 270 mM Sucrose, 150 mM NaCl, 0.1 mM EGTA,
0.1 % 2-mercaptoethanol, 0.02 % Brij-35, 0.2 mM PMSF, 1 mM Benzamidine.

Stor age temper atur e: - —70°C
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Division of Signal Tranduction Therapy

CLONE DATA SHEET

FKHR [2 - 655]

FKHR[2 - 655]
DU 1725
Human
NM_002015

N-terminal GST and C-terminal His(6)

MBPI LGYWKI KGLVQPTRLLLEYLEEKYEEHL YERDEGDKWRNKKFEL
GLEFPNLPYY!I DGDVKLTQSMAI | RY! ADKHNM. GGCPKERAEI SM_E
GAVLDI RYGVSRI AYSKDFETLKVDFLSKLPEM_KMFEDRLCHKTYLN
GDHVTHPDFM. YDAL DVWWL YMDPMCL DAFPKLVCFKKRI EAl PQI DKY
LKSSKYI AWPL QGWOAT FGGGDHPPKSDL EVL FQGPL GSAEAPQUVE

DPDFEPL PRPRSCTWPL PRPEFSQSNSAT SSPAPSGSAAANPDAAAGL
PSASAAAVSADFVSNL SL L EESEDFPQAPGSVAAAVAAAAAAAAT GGL
CGDFQGPEAGCL HPAPPQPPPPGPL SQHPPVPPAAAGPL AGQPRKSSS
SRRNAWGNL SYADL | TKAI ESSAEKRLTLSQ YEWWKSVPYFKDKGD
SNSSAGWKNSI RHNL SLHSKFI RVQNEGT GKSSVWAWL NPEGGKSGKSP
RRRAASMVDNNSKFAKSRSRAAKKKASL QSGOEGAGDSPGSQF SKWPAS
PGSHSNDDFDNWSTFRPRTSSNASTI SGRLSPI MTEQDDL GEGDVHSM
VYPPSAAKMASTL PSL SEI SNPENVENL L DNLNLL SSPTSLTVSTQSS
PGTMVIQQTPCYSFAPPNT SLNSPSPNYQKYTYGQSSMSPL PQVPI QTL
QDNKSSYGGVEQYNCAPGL LKEL L TSDSPPHNDI MTPVDPGVAQPNSR
VL GONVMVIGPNSVVBTY GSQASHNKMVNPSSHTHPGHAQQT SAVNGRP
L PHTVSTMPHTSGVNRL TQVKTPVQVPL PHPMQVBAL GGYSSVSSCNG
YGRMGL LHQEKL PSDL DGVFI ERLDCDVES! | RNDLMDGDTL DFNFDN
VL PNQSFPHSVKT T THSVW/SGHHHHHH

Amino acids A2 — G655 (end) of human FKHR.

Residues A232 of the fusion protein is equilivalent to A2 of the native
protein. The GST tag islocated at residues 1 — 220 and the His(6) tag is
located at residues 886 — 891.

PreScission (LEVLFQGPL) residues 221 - 229

BamHI and Sall sites of pGEX 6P-1



Division of Signal Tranduction Therapy

Nucleotide Re-sequencing the clone at present
sequence



