Division of Signal Transduction Therapy
Standard Operation Procedure

Preparation of GST-HOIL1 [T203A, R210A]

Enzyme description:- HOIL1 [T203A, R210A] 1-510 (full length)
Clone number:- DU43737

Source:- Recombinant

Tag:- N-terminal GST

Purification method:- GSH-Sepharose

Expression level:- 0.8mg/L

Calculated molecular mass:-

Monoisotopic 85203 Da
Average Mass 85257 Da
[cysteines reduced, methionines have not been oxidised]
Theoretical pl:- 6.18
Purity:- 50%

Enzyme storage buffer:-

50 mM HEPES pH 7.5, 10% glycerol, 150mM NaCl, ImM DTT

Storage temperature:- -80°C

Assay:-



Division of Signal Transduction Therapy
Clone Data Sheet

GST-HOIL1 [T203A, R210A]

Protein HOIL1 1-510 [T203A, R210A] (full length)
Synonyms RBCK1, RNF54

Clone Number DU43737

Species Human

Accession Number QI9BYMS

Tags N-terminal GST-tag

Aminoacid sequence ~ MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGL
of the expressed EFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVL
DIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTH
PDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIA
WPLQGWQATFGGGDHPPKSDLEVLFQGPLGSPGIPGSTRAAAMDEKTKKA
EEMALSLTRAVAGGDEQVAMKCAIWLAEQRVPLSVQLKPEVSPTQDIRLW
VSVEDAQMHTVTIWLTVRPDMTVASLKDMVFLDYGFPPVLQOWVIGQRLA
RDOETLHSHGVRONGDSAYLYLLSARNTSLNPQELORERQLRMLEDLGFK
DLTLQPRGPLEPGPPKPGVPQEPGRGQPDAVPEPPPVGWQCPGCAFINKP
TAPGCEMCCRARPEAYQVPASYQPDEEERARLAGEEEALRQYQORKQ000
EGNYLQOHVQLDQORSLVLNTEPAECPVCYSVLAPGEAVVLRECLHTFCREC
LOGTIRNSQEAEVSCPFIDNTYSCSGKLLEREIKALLTPEDYQRFLDLGI
SIAENRSAFSYHCKTPDCKGWCFFEDDVNEFTCPVCFHVNCLLCKAIHEQ
MNCKEYQEDLALRAQNDVAARQTTEMLKVMLOQOGEAMRCPQCQIVVQKKD
GCDWIRCTVCHTEICWVTKGPRWGPGGPGDTSGGCRCRVNGIPCHPSCON
CH

protein

Native sequence in bold
Protease cleavage Prescission Protease site underlined

Cloning sites Notl / Notl



DNA sequence of
insert

gcggccgcgatggacgagaagaccaagaaagcagaggaaatggccctgag
cctcacccgagcagtggcgggcggggatgaacaggtggcaatgaagtgtg
ccatctggctggcagagcaacgggtgcccctgagtgtgcaactgaagect
gaggtctccccaacgcaggacatcaggctgtgggtgagcgtggaggatge
tcagatgcacaccgtcaccatctggctcacagtgcgccctgatatgacag
tggcgtctctcaaggacatggtttttctggactatggcttcccaccagtce
ttgcagcagtgggtgattgggcagcggctggcacgagaccaggagaccct
gcactcccatggggtgcggcagaatggggacagtgcctacctctatctge
tgtcagcccgcaacacctccctcaaccctcaggagectgcagecgggagecgg
cagctgcggatgctggaagatctgggcttcaaggacctcacgctgcagcecc
gcggggccctctggagccaggccccccaaagcccggggteccececcaggaac
ccggacgggggcagccagatgcagtgcctgagcccccaccggtgggetgg
cagtgccccgggtgcecGeecttcatcaacaagecccacgGCgecctggectgtga
gatgtgctgccgggcgcgcceccgaggecctaccaggtccececgectcatacce
agcccgacgaggaggagcgagcgcgcctggcgggcgaggaggaggcgetg
cgtcagtaccagcagcggaagcagcagcagcaggaggggaactacctgca
gcacgtccagctggaccagaggagcctggtgctgaacacggagcccgecg
agtgccccgtgtgctactcggtgectggecgecccggcgaggeccgtggtgetg
cgtgagtgtctgcacaccttctgcagggagtgcctgcagggcaccatccg
caacagccaggaggcggaggtctcctgeccccttcattgacaacacctact
cgtgctcgggcaagctgctggagagggagatcaaggcgctcecctgacccect
gaggattaccagcgatttctagacctgggcatctccattgctgaaaaccg
cagtgccttcagctaccattgcaagaccccagattgcaagggatggtgcet
tctttgaggatgatgtcaatgagttcacctgccctgtgtgtttccacgtce
aactgcctgctctgcaaggccatccatgagcagatgaactgcaaggagta
tcaggaggacctggccctgcgggctcagaacgatgtggctgecccggcaga
cgacagagatgctgaaggtgatgctgcagcagggcgaggccatgcgctgce
ccccagtgccagatcgtggtacagaagaaggacggctgcgactggatccg
ctgcaccgtctgccacaccgagatctgctgggtcaccaagggcccacgcect

ggggccctgggggcccaggagacaccagcgggggctgeccgctgcagggta
aatgggattccttgccacccaagctgtcagaactgccactgagcggeccgce



