
Division of Signal Transduction Therapy 
 

Standard Operation Procedure 
 

Preparation of His-ATG7 
 
 
Enzyme description:- His-ATG7 (1- 703 = full length) 
 
Clone number:- DU40179  
 
Source:- human recombinant 
 
Tag:- N-terminal His6- 
 
Purification method:- Ni-Sepharose 
 
Expression system:- baculovirus in Sf21 cells 
 
Calculated molecular mass:-  
 
Monoisotopic 81278 Da 
Average Mass 81327 Da 
[cysteines reduced, methionines have not been oxidised] 
 
Theoretical pI:- 6.12 
 
Purity:- >90% 
 
Enzyme storage buffer:-  
 
50 mM HEPES pH 7.5, 10% glycerol, 150mM NaCl, 1mM DTT 
 
Storage temperature:- -80ºC 
 
Assay:-  
 



Division of Signal Transduction Therapy 
 

Clone Data Sheet 
 

His-ATG7  
 
Protein ATG7 (1-703) 
Synonyms APG7-LIKE; APG7L; GSA7 
Clone Number DU40179 
Species Human 
Accession Number NP_006386   
Tags His6- 
Aminoacid sequence of 
the expressed protein  
 

MSYYHHHHHHDYDIPTTENLYFQGAMGSMAAATGDPGLSKLQFAPFS
SALDVGFWHELTQKKLNEYRLDEAPKDIKGYYYNGDSAGLPARLTLE
FSAFDMSAPTPARCCPAIGTLYNTNTLESFKTADKKLLLEQAANEIW
ESIKSGTALENPVLLNKFLLLTFADLKKYHFYYWFCYPALCLPESLP
LIQGPVGLDQRFSLKQIEALECAYDNLCQTEGVTALPYFLIKYDENM
VLVSLLKHYSDFFQGQRTKITIGVYDPCNLAQYPGWPLRNFLVLAAH
RWSSSFQSVEVVCFRDRTMQGARDVAHSIIFEVKLPEMAFSPDCPKA
VGWEKNQKGGMGPRMVNLSECMDPKRLAESSVDLNLKLMCWRLVPTL
DLDKVVSVKCLLLGAGTLGCNVARTLMGWGVRHITFVDNAKISYSNP
VRQPLYEFEDCLGGGKPKALAAADRLQKIFPGVNARGFNMSIPMPGH
PVNFSSVTLEQARRDVEQLEQLIESHDVVFLLMDTRESRWLPAVIAA
SKRKLVINAALGFDTFVVMRHGLKKPKQQGAGDLCPNHPVASADLLG
SSLFANIPGYKLGCYFCNDVVAPGDSTRDRTLDQQCTVSRPGLAVIA
GALAVELMVSVLQHPEGGYAIASSSDDRMNEPPTSLGLVPHQIRGFL
SRFDNVLPVSLAFDKCTACSSKVLDQYEREGFNFLAKVFNSSHSFLE
DLTGLTLLHQETQAAEIWDMSDDETI 

Native sequence residues 1-703 = full length in bold 
Protease cleavage TEV underlined 
Cloning sites BamHI / NotI 
 
 
 
 
 
 
 
 
   
 
 
 



 
DNA sequence of 
insert 

ggatccatggcggcagctacgggggatcctggactctctaaactgca
gtttgccccttttagtagtgccttggatgttgggttttggcatgagt
tgacccagaagaagctgaacgagtatcggctggatgaagctcccaag
gacattaagggttattactacaatggtgactctgctgggctgccagc
tcgcttaacattggagttcagtgcttttgacatgagtgctcccaccc
cagcccgttgctgcccagctattggaacactgtataacaccaacaca
ctcgagtctttcaagactgcagataagaagctccttttggaacaagc
agcaaatgagatatgggaatccataaaatcaggcactgctcttgaaa
accctgtactcctcaacaagttcctcctcttgacatttgcagatcta
aagaagtaccacttctactattggttttgctatcctgccctctgtct
tccagagagtttacctctcattcaggggccagtgggtttggatcaaa
ggttttcactaaaacagattgaagcactagagtgtgcatatgataat
ctttgtcaaacagaaggagtcacagctcttccttacttcttaatcaa
gtatgatgagaacatggtgctggtttccttgcttaaacactacagtg
atttcttccaaggtcaaaggacgaagataacaattggtgtatatgat
ccctgtaacttagcccagtaccctggatggcctttgaggaatttttt
ggtcctagcagcccacagatggagtagcagtttccagtctgttgaag
ttgtttgcttccgtgaccgtaccatgcagggggcgagagacgttgcc
cacagcatcatcttcgaagtgaagcttccagaaatggcatttagccc
agattgtcctaaagcagttggatgggaaaagaaccagaaaggaggca
tgggaccaaggatggtgaacctcagtgaatgtatggaccctaaaagg
ttagctgagtcatcagtggatctaaatctcaaactgatgtgttggag
attggttcctactttagacttggacaaggttgtgtctgtcaaatgtc
tgctgcttggagccggcaccttgggttgcaatgtagctaggacgttg
atgggttggggcgtgagacacatcacatttgtggacaatgccaagat
ctcctactccaatcctgtgaggcagcctctctatgagtttgaagatt
gcctagggggtggtaagcccaaggctctggcagcagcggaccggctc
cagaaaatattccccggtgtgaatgccagaggattcaacatgagcat
acctatgcctgggcatccagtgaacttctccagtgtcactctggagc
aagcccgcagagatgtggagcaactggagcagctcatcgaaagccat
gatgtcgtcttcctattgatggacaccagggagagccggtggcttcc
tgccgtcattgctgcaagcaagagaaagctggtcatcaatgctgctt
tgggatttgacacatttgttgtcatgagacatggtctgaagaaacca
aagcagcaaggagctggggacttgtgtccaaaccaccctgtggcatc
tgctgacctcctgggctcatcgctttttgccaacatccctggttaca
agcttggctgctacttctgcaatgatgtggtggccccaggagattca
accagagaccggaccttggaccagcagtgcactgtgagtcgtccagg
actggccgtgattgcaggagccctggccgtggaattgatggtatctg
ttttgcagcatccagaagggggctatgccattgccagcagcagtgac
gatcggatgaatgagcctccaacctctcttgggcttgtgcctcacca
gatccggggatttctttcacggtttgataatgtccttcccgtcagcc
tggcatttgacaaatgtacagcttgttcttccaaagttcttgatcaa
tatgaacgagaaggatttaacttcctagccaaggtgtttaattcttc
acattccttcttagaagacttgactggtcttacattgctgcatcaag
aaacccaagctgctgagatctgggacatgagcgatgatgagaccatc
tgagcggccgc 

 


