Division of Signal Transduction Therapy
Standard Operation Procedure

Preparation of Flag-Fancl (Xenopus Laevis)

Enzyme description:- FLAG-Fanc I (Xenopus (laevis) 2-1321 FL.
[S557D S560D S566D S597D]

Clone number:- DU25095

Source:- Recombinant

Tag:- N-terminal FLAG

Purification method:- FLAG-Ab-Sepharose

Expression level:- 0.8mg/L

Calculated molecular mass:-

Monoisotopic 150760 Da
Average Mass 150851 Da
[cysteines reduced, methionines have not been oxidised]
Theoretical pl:- 5.86
Purity:- 90%

Enzyme storage buffer:-

50 mM HEPES pH 7.5, 150mM NaCl, ImM DTT, 0.1mg/ml FLAG peptide

Storage temperature:- -80°C

Assay:-
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Clone Data Sheet
Protein name

FLAG-Fanc I (Xenopus (laevis) 2-1321 FL.
[S557D S560D S566D S597D]

DU25095
Human
NP 001164682

N-terminal FLAG

MDYKDDDDKDOKILSLAAEEQNDGLOSYLONLKETELSEIITKHAVKGK
DCGALLRGVFKGSPCSHDVAVRRRLAVYRHCIQLVESGDLOREVASEIM
GLLMLEVHHFPGASLIELANLFADAVKAGTLSNGKSLDLFPTVLTALSS
KESLAYGKGELTGEEFKKQLINSLCSSRWDPQOSVIFLTSMFRDVSLSAE
ELQFVVEKVLRMLSKLDLOQEMPPLVYQLLLLSAKGSKKNIVEGIITIFN
DLDOKOLVOOENSESLDLEDATIPODOLHHVEGTIILHIVFAIKLDOEL
GRELLKYLKAGQOGDSSKILCPFSAALLLSVSRIHRFQEQVFDFLKSTI
LRDYKDLOFHQOSSKFLODLVPQPVCVSSILLETVKNSVYGWDHVTQGLV
ELGFILMDSFGPKAAFGNKVVELISVHSRTPSQOACQOLGSRILLETFKV
HEPIRSEILEQVLNRVITKAATPVTHFIDLLSDIVVSAPLILONSSSKV
TEAFDHLSFLPLTTVOGLLKAVQPLLKISMSMRDSLILVLRKAMFSSOQOI
DARKSAVAGFLLLLRNFKVLGSLSSDQCDOAIGADQIQVDVHMRYNAAA
NEAFCLEILGSLRRCLDQOADVRLMLYEGFYDVLRRNSQLASSVMOTLL
SOLKRYYEPEPDLLPPLKLEGCITAQGDHIFLOEPLAHLLCCIHHCLOW
YKSSLOOHRNPDEDDDDDDQTGCQODLNDIMESITRRMIKCDLEDFELD
KSADFSLASGVGVKNNIYAVLVMGICEVLIEYNFIIANFSKSKFEDILG
LFKCCSKLSDILKEKAAKGRQPGNNKTARSLISMTFVSTLLTALFRDST
RSHEESLSILRANVDFMRYSVCVALOKIQOLEETGVTDGPDGONSEKMF
RSLCEITRVLMWRYTSIPAAAENPGKKDKGKTISLLCLEGLLRVFNTVQ
ORYPSKIPQFLTALDALGDEDEEGSREINVTEKAAFQIKQFQORSLINOL
SGGEDDFNSKEALLLVSILSTLSRLLAPSSQQOFVOMLSWIVKICKETNI
EDVQFCKGIMNLLFSLHVQFKSPVSVLRELCODIHGHLGDIDQDIEVEK
OSHFATVSLKTAAPTVTLLVLGQAAKVLEEVDWLIIKLKGLLGSEKLST
EDLTOTSNARVPIEKAIILOLGTLLTACHELVQTALPAGSCTDTLLKEL
AKMYTILTSVVKYYLOICSSHGGQISARLEKLVKLSGSHLTPQCYAFIT
YVONIHSESLSLAAEKKKKKKEEALTVTSAKILRDTKPIPNLIFAIEQY
EKFLIHLSKKSKVNLMOYMKLSTSRDFRINAATLDAALQEKGSEDEENE
PDNEQAVTEEESQEPKKKRRRKZLE

in bold

n/a



DNA sequence of
insert

ATGGACTACAAAGACGATGACGACAAGGACCAAAAAATTCTGTCTTTGG
CTGCTGAAGAACAAAATGATGGACTTCAGAGTTATCTTCAAAACCTGAA
AGAAACCGAGCTTTCAGAAATCATAACAAAGCATGCAGTTAAGGGAAAA
GACTGTGGAGCGCTATTGCGAGGCGTCTTTAAAGGGTCTCCGTGCTCTC
ATGATGTAGCCGTACGCCGAAGGCTCGCGGTTTATAGACACTGCATACA
GCTTGTTGAGTCCGGGGACTTGCAACGAGAGGTTGCATCTGAGATTATG
GGTTTATTAATGCTGGAGGTCCATCATTTTCCGGGTGCTTCGCTCATTG
AACTGGCTAACTTATTTGCGGATGCTGTTAAAGCTGGTACTCTGTCCAA
TGGAAAATCTTTAGATTTGTTTCCCACAGTACTTACTGCGCTTTCTTCA
AAAGAAAGCTTAGCATATGGTAAAGGTGAACTTACTGGAGAGGAATTTA
AGAAACAACTTATAAATAGCCTTTGTTCTAGCAGATGGGATCCACAGAG
TGTGATTTTTCTTACTTCAATGTTTAGGGATGTTTCCTTGAGTGCCGAA
GAGCTGCAGTTTGTTGTGGAAAAGGTTTTAAGGATGCTTTCTAAGTTAG
ACCTCCAGGAAATGCCCCCCTTAGTTTACCAATTGCTACTCCTGTCTGC
TAAGGGTAGTAAAAAGAATATTGTGGAAGGAATTATCACTATATTTAAT
GATCTTGATCAGAAGCAGTTAGTACAGCAAGAGAACTCTGAATCATTAG
ACTTGGAAGATGCAACCATCCCACAAGACCAGCTGCACCACGTGGAGGG
CACAATCATTTTACACATCGTTTTTGCAATTAAGTTGGACCAGGAATTA
GGAAGAGAGCTTCTGAAGTATCTCAAGGCTGGCCAACAAGGGGACTCAA
GCAAGATCCTTTGCCCTTTCAGTGCTGCCCTCTTGTTATCTGTATCAAG
GATTCATAGATTCCAAGAACAGGTATTTGATTTTCTCAAATCTACTATA
CTGAGAGATTATAAAGACCTTCAGTTTCATCAAAGCTCAAAATTCCTTC
AGGACTTAGTTCCCCAGCCTGTATGCGTATCTTCAATTCTTCTGGAAAC
TGTTAAAAACAGTGTTTATGGATGGGACCATGTCACTCAAGGGCTTGTG
GAACTTGGTTTTATTTTAATGGATTCTTTTGGACCCAAAGCAGCCTTTG
GAAATAAAGTGGTTGAGCTTATTTCCGTGCATTCCAGGACACCTTCCCA
GCAAGCTTGTCAGCTTGGATCTAGAATCTTGCTAGAAACTTTTAAGGTC
CATGAGCCTATCAGAAGTGAAATTCTGGAGCAGGTCTTGAATCGTGTTA
TCACAAAAGCTGCAACTCCAGTTACACATTTTATAGATCTTTTATCAGA
TATTGTGGTTTCTGCTCCGCTCATCCTTCAGAATTCATCATCTAAAGTT
ACTGAAGCATTTGACCACTTGTCCTTCCTGCCTCTTACAACTGTTCAGG
GGCTCCTGAAAGCTGTGCAGCCCCTTCTTAAAATCAGTATGTCCATGAG
GGATTCCCTTATTCTTGTTCTAAGAAAAGCCATGTTCTCAAGTCAAATA
GATGCAAGAAAGTCGGCTGTCGCTGGGTTTCTTCTCCTACTGAGGAACT
TTAAAGTCTTAGGAAGTCTGTCCTCAGATCAGTGCGACCAAGCTATTGG
TGCTGACCAGATCCAGGTGGATGTCCATATGCGTTACAATGCTGCAGCA
AATGAGGCCTTTTGTCTGGAAATCCTTGGCAGTCTGAGGAGGTGCTTAG
ACCAGCAAGCAGATGTTAGGCTCATGCTTTACGAGGGTTTCTATGATGT
CCTGCGACGAAATTCCCAGCTTGCCAGTTCTGTCATGCAGACTCTGTTG
TCTCAGTTAAAGCGATATTATGAACCCGAACCTGATCTTTTGCCACCAT
TGAAGTTGGAGGGCTGTATTACTGCTCAAGGGGATCATATATTTTTGCA
GGAACCTCTGGCTCACCTGTTGTGCTGTATCCACCATTGCTTGCAGTGG
TATAAGAGCAGTTTACAGCAGCATAGGAATCCTGATGAAGATGATGACG
ATGATGACCAAACGGGATGTCAACAGGACCTTAATGATATAATGGAGTC
CATCACAAGGAGAATGATTAAATGTGACCTGGAGGACTTTGAATTAGAC
AAGTCTGCAGACTTTTCTTTGGCGTCTGGTGTTGGAGTGAAAAATAACA
TATATGCTGTTTTGGTAATGGGGATTTGTGAAGTCCTAATAGAATACAA
CTTTATCATTGCAAATTTCAGCAAGAGCAAATTTGAGGACATTTTGGGC
CTGTTTAAGTGCTGCAGCAAACTGTCCGATATCTTAAAGGAGAAAGCTG
CTAAAGGCAGACAGCCTGGGAACAATAAAACGGCCAGAAGCCTCATATC
AATGACTTTTGTTTCTACACTCTTAACTGCTTTATTCAGAGACAGCACA
CGCTCGCACGAGGAGAGTCTTTCTATTCTTCGCGCAAATGTGGATTTCA
TGCGCTATTCGGTGTGTGTTGCCCTTCAAAAAATTCAGCAGCTTGAAGA
AACTGGTGTCACAGATGGACCTGATGGACAGAACAGCGAGAAAATGTTC
CGAAGTCTATGTGAAATTACCAGGGTACTTATGTGGAGATACACCTCAA
TTCCAGCTGCAGCTGAGAATCCTGGGAAGAAGGACAAAGGCAAAACCAT



TTCCTTGCTGTGCCTGGAGGGATTGCTGAGAGTGTTTAACACCGTTCAG
CAACGATATCCATCAAAGATCCCACAATTCCTTACTGCGTTGGATGCCC
TAGGGGATGAGGATGAAGAAGGCTCAAGAGAAATCAATGTGACCGAGAA
GGCAGCTTTTCAGATTAAACAGTTTCAAAGATCTCTTATTAACCAACTC
AGTGGTGGAGAGGATGACTTTAACAGCAAAGAAGCTCTACTGTTAGTCA
GCATCTTGTCTACATTATCCAGGTTACTGGCCCCCTCTTCTCAACAGTT
CGTGCAGATGCTGTCTTGGACTGTTAAAATCTGTAAAGAGACAAACATT
GAGGATGTCCAGTTTTGCAAGGGAATAATGAACCTTCTCTTTAGCCTCC
ATGTTCAGTTCAAGAGCCCAGTGAGTGTGCTTCGAGAACTGTGCCAGGA
CATCCATGGGCATCTGGGTGATATTGATCAGGATATTGAAGTGGAGAAG
CAGTCTCATTTTGCTACTGTAAGTCTCAAGACTGCAGCCCCGACTGTTA
CTTTGTTGGTTCTGGGTCAAGCTGCAAAGGTCCTGGAAGAAGTGGACTG
GCTGATCATAAAGCTGAAAGGACTACTGGGTTCAGAGAAGCTCTCTACG
GAAGATTTAACTCAGACTTCAAATGCAAGGGTTCCAATAGAAAAAGCTA
TCATTCTTCAGTTGGGCACACTGCTGACTGCCTGCCATGAGTTAGTGCA
GACTGCTCTACCTGCTGGGAGTTGTACTGACACTCTTCTGAAGGAGCTG
GCAAAGATGTACACCATCCTCACGTCCGTTGTCAAATACTACTTACAGA
TCTGCAGCAGTCACGGGGGACAGATTTCTGCTCGGTTGGAGAAGCTGGT
GAAGCTTTCGGGTTCTCATCTTACCCCACAATGTTATGCCTTCATCACA
TATGTACAGAACATCCACAGTGAAAGTCTAAGCCTTGCTGCAGAAAAGA
AGAAGAAAAAGAAGGAAGAGGCATTGACTGTCACCTCAGCCAAAATCCT
GCGTGATACTAAGCCCATACCAAACCTGATCTTTGCCATTGAACAGTAT
GAGAAGTTTCTCATTCATCTCTCCAAGAAGTCCAAGGTGAACTTGATGC
AATACATGAAGCTGAGCACCTCAAGGGACTTCAGGATAAATGCAGCCAC
ACTAGACGCAGCTTTACAAGAGAAAGGGTCTGAAGATGAAGAGAATGAG
CCAGATAATGAACAGGCTGTAACAGAAGAAGAAAGTCAAGAACCAAAGA
AGAAGAGGCGCAGAAAATAACTCGAG



