Division of Signal Transduction Therapy
Standard Operation Procedure

Preparation of Flag-Fancl (Xenopus Laevis)

Enzyme description:- FLAG-Fanc I (Xenopus (laevis) 2-1321 FL.
Clone number:- DU25063

Source:- Recombinant

Tag:- N-terminal FLAG

Purification method:- FLAG-Ab-Sepharose

Expression level:- 0.8mg/L

Calculated molecular mass:-

Monoisotopic 150408 Da
Average Mass 150498 Da
[cysteines reduced, methionines have not been oxidised]
Theoretical pl:- 6.25
Purity:- 90%

Enzyme storage buffer:-

50 mM HEPES pH 7.5, 150mM NaCl, ImM DTT, 0.1mg/ml FLAG peptide

Storage temperature:- -80°C

Assay:-
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Division of Signal Transduction Therapy
Clone Data Sheet
Protein name

Fancl (Xenopus Laevis) residues 2-1321

DU25063
Human

NP_001164682

N-terminal FLAG

MDYKDDDDKDQKILSLAAEEQNDGLOSYLONLKETELSEIITKHAVKGKD
CGALLRGVFKGSPCSHDVAVRRRLAVYRHCIQLVESGDLOREVASEIMGL
LMLEVHHFPGASLIELANLFADAVKAGTLSNGKSLDLFPTVLTALSSKES
LAYGKGELTGEEFKKQLINSLCSSRWDPQSVIFLTSMFRDVSLSAEELQF
VVEKVLRMLSKLDLOQEMPPLVYQOLLLLSAKGSKKNIVEGIITIFNDLDQK
OLVOOENSESLDLEDATIPQODOLHHVEGTIILHIVFAIKLDQELGRELLK
YLKAGQOGDSSKILCPFSAALLLSVSRIHRFQEQVFDFLKSTILRGYKDL
QOFHOSSKFLODLVPQPVCVSSILLETVKNSVYGWDHVTQGLVELGF ILMD
SFGPKAAFGNKVVELISVHSRTPSQQOACQOLGSRILLETFKVHEPIRSEIL
EQVLNRVITKAATPVTHFIDLLSDIVVSAPLILONSSSKVTEAFDHLSFL
PLTTVQGLLKAVQPLLKISMSMRDSLILVLRKAMFSSQIDARKSAVAGFL
LLLRNFKVLGSLSSSQCSQAIGASQIQVDVHMRYNAAANEAFCLEILGSL
RRCLSQOADVRLMLYEGFYDVLRRNSQLASSVMOTLLSQLKRYYEPEPDL
LPPLKLEGCITAQGDHIFLOEPLAHLLCCIHHCLOWYKSSLOOHRNPDED
DDDDDOTGCQODLNDIMESITRRMIKCDLEDFELDKSADFSLASGVGVKN
NIYAVLVMGICEVLIEYNFIIANFSKSKFEDILGLFKCYSKLSDILKEKA
AKGROQPGNNKTARSLISMTFVSTLLTALFRDSTRSHEESLSILRANVDFM
RYSVCVALQKIQOLEETGVTDGPDGONSEKMFRSLCEITRVLMWRYTSIP
AAAENPGKKDKGKTISLLCLEGLLRVFNTVQORYPSKIPQFLTALDALGD
EDEEGSREINVTEKAAFQIKQFORSLINQLSGGEDDFNSKEALLLVSILS
TLSRLLAPSSQQOFVOMLSWIVKICKETNIEDVQFCKGIMNLLFSLHVQFK
SPVSVLRELCODIHGHLGDIDQDIEVEKQSHFATVSLKTVAPTVTLLVLG
OAAKVLEEVDWLIIKLKGLLGSEKLSTEDLTQTSNARVPIEKAIILOLGT
LLTACHELVQTALPAGSCTDTLLKELAKMYTILTSVVKYYLQOICSSHGGQ
ISARLEKLVKLSGSHLTPQCYAFITYVONIHSESLSLAAEKKKKKKEEAL
TATSAKILRDTKPIPNLIFAIEQYEKFLIHLSKKSKVNLMOQYMKLSTSRD
FRINAATLDAALQEKGSEDEENEPDNEQAVTEEESQEPKKKRRRK

in bold

n/a



DNA sequence of
insert

ATGGACTACAAAGACGATGACGACAAGGACCAAAAAATTCTGTCTTTGGC
TGCTGAAGAACAAAATGATGGACTTCAGAGTTATCTTCAAAACCTGAAAG
AAACCGAGCTTTCAGAAATCATAACAAAGCATGCAGTTAAGGGAAAAGAC
TGTGGAGCGCTATTGCGAGGCGTCTTTAAAGGGTCTCCGTGCTCTCATGA
TGTAGCCGTACGCCGAAGGCTCGCGGTTTATAGACACTGCATACAGCTTG
TTGAGTCCGGGGACTTGCAACGAGAGGTTGCATCTGAGATTATGGGTTTA
TTAATGCTGGAGGTCCATCATTTTCCGGGTGCTTCGCTCATTGAACTGGC
TAACTTATTTGCGGATGCTGTTAAAGCTGGTACTCTGTCCAATGGAAAAT
CTTTAGATTTGTTTCCCACAGTACTTACTGCGCTTTCTTCAAAAGAAAGC
TTAGCATATGGTAAAGGTGAACTTACTGGAGAGGAATTTAAGAAACAACT
TATAAATAGCCTTTGTTCTAGCAGATGGGATCCACAGAGTGTGATTTTTC
TTACTTCAATGTTTAGGGATGTTTCCTTGAGTGCCGAAGAGCTGCAGTTT
GTTGTGGAAAAGGTTTTAAGGATGCTTTCTAAGTTAGACCTCCAGGAAAT
GCCCCCCTTAGTTTACCAATTGCTACTCCTGTCTGCTAAGGGTAGTAAAA
AGAATATTGTGGAAGGAATTATCACTATATTTAATGATCTTGATCAGAAG
CAGTTAGTACAGCAAGAGAACTCTGAATCATTAGACTTGGAAGATGCAAC
CATCCCACAAGACCAGCTGCACCACGTGGAGGGCACAATCATTTTACACA
TCGTTTTTGCAATTAAGTTGGACCAGGAATTAGGAAGAGAGCTTCTGAAG
TATCTCAAGGCTGGCCAACAAGGGGACTCAAGCAAGATCCTTTGCCCTTT
CAGTGCTGCCCTCTTGTTATCTGTATCAAGGATTCATAGATTCCAAGAAC
AGGTATTTGATTTTCTCAAATCTACTATACTGAGAGYgTTATAAAGACCTT
CAGTTTCATCAAAGCTCAAAATTCCTTCAGGACTTAGTTCCCCAGCCTGT
ATGCGTATCTTCAATTCTTCTGGAAACTGTTAAAAACAGTGTTTATGGAT
GGGACCATGTCACTCAAGGGCTTGTGGAACTTGGTTTTATTTTAATGGAT
TCTTTTGGACCCAAAGCAGCCTTTGGAAATAAAGTGGTTGAGCTTATTTC
CGTGCATTCCAGGACACCTTCCCAGCAAGCTTGTCAGCTTGGATCTAGAA
TCTTGCTAGAAACTTTTAAGGTCCATGAGCCTATCAGAAGTGAAATTCTG
GAGCAGGTCTTGAATCGTGTTATCACAAAAGCTGCAACTCCAGTTACACA
TTTTATAGATCTTTTATCAGATATTGTGGTTTCTGCTCCGCTCATCCTTC
AGAATTCATCATCTAAAGTTACTGAAGCATTTGACCACTTGTCCTTCCTG
CCTCTTACAACTGTTCAGGGGCTCCTGAAAGCTGTGCAGCCCCTTCTTAA
AATCAGTATGTCCATGAGGGATTCCCTTATTCTTGTTCTAAGAAAAGCCA
TGTTCTCAAGTCAAATAGATGCAAGAAAGTCGGCTGTCGCTGGGTTTCTT
CTCCTACTGAGGAACTTTAAAGTCTTAGGAAGTCTGTCCTCATCTCAGTG
CAGCCAAGCTATTGGTGCTAGCCAGATCCAGGTGGATGTCCATATGCGTT
ACAATGCTGCAGCAAATGAGGCCTTTTGTCTGGAAATCCTTGGCAGTCTG
AGGAGGTGCTTAAGCCAGCAAGCAGATGTTAGGCTCATGCTTTACGAGGG
TTTCTATGATGTCCTGCGACGAAATTCCCAGCTTGCCAGTTCTGTCATGC
AGACTCTGTTGTCTCAGTTAAAGCGATATTATGAACCCGAACCTGATCTT
TTGCCACCATTGAAGTTGGAGGGCTGTATTACTGCTCAAGGGGATCATAT
ATTTTTGCAGGAACCTCTGGCTCACCTGTTGTGCTGTATCCACCATTGCT
TGCAGTGGTATAAGAGCAGTTTACAGCAGCATAGGAATCCTGATGAAGAT
GATGACGATGATGACCAAACGGGATGTCAACAGGACCTTAATGATATAAT
GGAGTCCATCACAAGGAGAATGATTAAATGTGACCTGGAGGACTTTGAAT
TAGACAAGTCTGCAGACTTTTCTTTGGCGTCTGGTGTTGGAGTGAAAAAT
AACATATATGCTGTTTTGGTAATGGGGATTTGTGAAGTCCTAATAGAATA
CAACTTTATCATTGCAAATTTCAGCAAGAGCAAATTTGAGGACATTTTGG
GCCTGTTTAAGTGCTaCAGCAAACTGTCCGATATCTTAAAGGAGAAAGCT
GCTAAAGGCAGACAGCCTGGGAACAATAAAACGGCCAGAAGCCTCATATC
AATGACTTTTGTTTCTACACTCTTAACTGCTTTATTCAGAGACAGCACAC
GCTCGCACGAGGAGAGTCTTTCTATTCTTCGCGCAAATGTGGATTTCATG
CGCTATTCGGTGTGTGTTGCCCTTCAAAAAATTCAGCAGCTTGAAGAAAC
TGGTGTCACAGATGGACCTGATGGACAGAACAGCGAGAAAATGTTCCGAA
GTCTATGTGAAATTACCAGGGTACTTATGTGGAGATACACCTCAATTCCA
GCTGCAGCTGAGAATCCTGGGAAGAAGGACAAAGGCAAAACCATTTCCTT
GCTGTGCCTGGAGGGATTGCTGAGAGTGTTTAACACCGTTCAGCAACGAT



ATCCATCAAAGATCCCACAATTCCTTACTGCGTTGGATGCCCTAGGGGAT
GAGGATGAAGAAGGCTCAAGAGAAATCAATGTGACCGAGAAGGCAGCTTT
TCAGATTAAACAGTTTCAAAGATCTCTTATTAACCAACTCAGTGGTGGAG
AGGATGACTTTAACAGCAAAGAAGCTCTACTGTTAGTCAGCATCTTGTCT
ACATTATCCAGGTTACTGGCCCCCTCTTCTCAACAGTTCGTGCAGATGCT
GTCTTGGACTGTTAAAATCTGTAAAGAGACAAACATTGAGGATGTCCAGT
TTTGCAAGGGAATAATGAACCTTCTCTTTAGCCTCCATGTTCAGTTCAAG
AGCCCAGTGAGTGTGCTTCGAGAACTGTGCCAGGACATCCATGGGCATCT
GGGTGATATTGATCAGGATATTGAAGTGGAGAAGCAGTCTCATTTTGCTA
CTGTAAGTCTCAAGACTGtAGCCCCGACTGTTACTTTGTTGGTTCTGGGT
CAAGCTGCAAAGGTCCTGGAAGAAGTGGACTGGCTGATCATAAAGCTGAA
AGGACTACTGGGTTCAGAGAAGCTCTCTACGGAAGATTTAACTCAGACTT
CAAATGCAAGGGTTCCAATAGAAAAAGCTATCATTCTTCAGTTGGGCACA
CTGCTGACTGCCTGCCATGAGTTAGTGCAGACTGCTCTACCTGCTGGGAG
TTGTACTGACACTCTTCTGAAGGAGCTGGCAAAGATGTACACCATCCTCA
CGTCCGTTGTCAAATACTACTTACAGATCTGCAGCAGTCACGGGGGACAG
ATTTCTGCTCGGTTGGAGAAGCTGGTGAAGCTTTCGGGTTCTCATCTTAC
CCCACAATGTTATGCCTTCATCACATATGTACAGAACATCCACAGTGAAA
GTCTAAGCCTTGCTGCAGAAAAGAAGAAGAAAAAGAAGGAAGAGGCATTG
ACTGcCACCTCAGCCAAAATCCTGCGTGATACTAAGCCCATACCAAACCT
GATCTTTGCCATTGAACAGTATGAGAAGTTTCTCATTCATCTCTCCAAGA
AGTCCAAGGTGAACTTGATGCAATACATGAAGCTGAGCACCTCAAGGGAC
TTCAGGATAAATGCAGCCACACTAGACGCAGCTTTACAAGAGAAAGGGTC
TGAAGATGAAGAGAATGAGCCAGATAATGAACAGGCTGTAACAGAAGAAG
AAAGTCAAGAACCAAAGAAGAAGAGGCGCAGAAAATAA



