
Division of Signal Transduction Therapy 
 

Standard Operation Procedure 
 

Preparation of TRAF5  
 
Enzyme description:- TRAF5 2-557 (end) 
 
Clone number:- DU24051 
 
Source:- insect recombinant 
 
Tag:- cleaved from Dac-TEV- 
 
Purification method:- Ampicillin-Sepharose 
 
Expression level:- 0.5mg/L 
 
Calculated molecular mass:-  
 
Monoisotopic 64434 Da 
Average Mass 64474Da 
[cysteines reduced, methionines have not been oxidised] 
 
Theoretical pI:- 7.70 
 
Purity:- 50% 
 
Enzyme storage buffer:-  
 
50mM HEPES pH 7.5, 150mM NaCl, 0.03% Brij35, 1mM TCEP 
 
Storage temperature:- -80ºC 
 
Assay:- 
  
 



Division of Signal Transduction Therapy 
 

Clone Data Sheet 
 

TRAF5 
 
Protein TRAF5 2-557 
Synonyms RNF84 
Clone Number DU24051 
Species Human 
Accession Number Protein: O00463 
Tags cleaved from N-terminal Dac- 
Aminoacid sequence of 
the expressed protein  
 

GGSAYSEEHKGMPCGFIRQNSGNSISLDFEPSIEYQFVERLEERYKCAFCHS
VLHNPHQTGCGHRFCQHCILSLRELNTVPICPVDKEVIKSQEVFKDNCCKRE
VLNLYVYCSNAPGCNAKVILGRYQDHLQQCLFQPVQCSNEKCREPVLRKDLK
EHLSASCQFRKEKCLYCKKDVVVINLQNHEENLCPEYPVFCPNNCAKIILKT
EVDEHLAVCPEAEQDCPFKHYGCAVTDKRRNLQQHEHSALREHMRLVLEKNV
QLEEQISDLHKSLEQKESKIQQLAETIKKLEKEFKQFAQLFGKNGSFLPNIQ
VFASHIDKSAWLEAQVHQLLQMVNQQQNKFDLRPLMEAVDTVKQKITLLENN
DQRLAVLEEETNKHDTHINIHKAQLSKNEERFKLLEGTCYNGKLIWKVTDYK
MKKREAVDGHTVSIFSQSFYTSRCGYRLCARAYLNGDGSGRGSHLSLYFVVM
RGEFDSLLQWPFRQRVTLMLLDQSGKKNIMETFKPDPNSSSFKRPDGEMNIA
SGCPRFVAHSVLENAKNAYIKDDTLFLKVAVDLTDLEDL 

Native sequence in bold 
Protease site TEV-protease 
Cloning sites BamH1 
 



 
DNA sequence of 
the insert 

ATGTCTGCAATCCCGGGTGTACCGCAGATCGATGCGGAGTCCTACATCCT 
GATTGACTATAACTCCGGCAAAGTGCTCGCCGAACAGAACGCAGATGTCC 
GCCGCGATCCTGCCAGCCTGACCAAAATGATGACCAGTTACGTTATCGGC 
CAGGCAATGAAAGCCGGTAAATTTAAAGAAACTGATTTAGTCACTATCGG 
CAACGACGCATGGGCCACCGGTAACCCGGTGTTTAAAGGTTCTTCGCTGA 
TGTTCCTCAAACCGGGCATGCAGGTTCCGGTTTCTCAGCTGATCCGCGGT 
ATTAACCTGCAATCGGGTAACGATGCTTGTGTCGCCATGGCCGATTTTGC 
CGCTGGTAGCCAGGACGCTTTTGTTGGCTTGATGAACAGCTACGTTAACG 
CACTGGGCCTGAAAAATACCCACTTCCAGACGGTACATGGTCTGGATGCT 
GATGGTCAGTACAGCTCCGCGCGAGATATGGCGCTGATCGGCCAGGCATT 
GATCCGTGACGTACCGAATGAATACTCGATCTATAAAGAAAAAGAATTTA 
CGTTTAACGGTATTCGCCAGCTGAACCGTAACGGCCTGTTATGGGATAAC 
AGCCTGAATGTCGACGGCATCAAAACCGGACACACTGACAAAGCAGGTTA 
CAACCTTGTTGCTTCTGCGACTGAAGGCCAGATGCGCTTGATTTCTGCGG 
TAATGGGCGGACGTACTTTTAAAGGCCGTGAAGCCGAAAGTAAAAAACTG 
CTAACCTGGGGCTTCCGTTTCTTTGAAACCGTTAACCCAGAAAACCTGTA 
TTTTCAGGGCGGATCCGCTTATTCAGAAGAGCATAAAGGTATGCCCTGTG 
GTTTCATCCGCCAGAATTCCGGCAACTCCATTTCCTTGGACTTTGAGCCC 
AGTATAGAGTACCAGTTTGTGGAGCGGTTGGAAGAGCGCTACAAATGTGC 
CTTCTGCCACTCGGTGCTTCACAACCCCCACCAGACAGGATGTGGGCACC 
GCTTCTGCCAGCACTGCATCCTGTCCCTGAGAGAATTAAACACAGTGCCA 
ATCTGCCCTGTAGATAAAGAGGTCATCAAATCTCAGGAGGTTTTTAAAGA 
CAATTGTTGCAAAAGAGAAGTCCTCAACTTATATGTATATTGCAGCAATG 
CTCCTGGATGTAATGCCAAGGTTATTCTGGGCCGGTACCAGGATCACCTT 
CAGCAGTGCTTATTTCAACCTGTGCAGTGTTCTAATGAGAAGTGCCGGGA 
GCCAGTCCTACGGAAAGACCTGAAAGAGCATTTGAGTGCATCCTGTCAGT 
TTCGAAAGGAAAAATGCCTTTATTGCAAAAAGGATGTGGTAGTCATCAAT 
CTACAGAATCATGAGGAAAACTTGTGTCCTGAATACCCAGTATTTTGTCC 
CAACAATTGTGCGAAGATTATTCTAAAAACTGAGGTAGATGAACACCTGG 
CTGTATGTCCTGAAGCTGAGCAAGACTGTCCTTTTAAGCACTATGGCTGT 
GCTGTAACGGATAAACGGAGGAACCTGCAGCAACATGAGCATTCAGCCTT 
ACGGGAGCACATGCGTTTGGTTTTAGAAAAGAATGTCCAATTAGAAGAAC 
AGATTTCTGACTTACACAAGAGCCTAGAACAGAAAGAAAGTAAAATCCAG 
CAGCTAGCAGAAACTATAAAGAAACTTGAAAAGGAGTTCAAGCAGTTTGC 
ACAGTTGTTTGGCAAAAATGGAAGCTTCCTCCCAAACATCCAGGTTTTTG 
CCAGTCACATTGACAAGTCAGCTTGGCTAGAAGCTCAAGTGCATCAATTA 
TTACAAATGGTTAACCAGCAACAAAATAAATTTGACCTGAGACCTTTGAT 
GGAAGCAGTTGATACAGTGAAACAGAAAATTACCCTGCTAGAAAACAATG 
ATCAAAGATTAGCCGTTTTAGAAGAGGAAACTAACAAACATGATACCCAC 
ATTAATATTCATAAAGCACAGCTGAGTAAAAATGAAGAGCGATTTAAACT 
GCTGGAGGGTACTTGCTATAATGGAAAGCTCATTTGGAAGGTGACAGATT 
ACAAGATGAAGAAGAGAGAGGCGGTGGATGGGCACACAGTGTCCATCTTC 
AGCCAGTCCTTCTACACCAGCCGCTGTGGCTACCGGCTCTGTGCTAGAGC 
ATACCTGAATGGGGATGGGTCAGGGAGGGGGTCACACCTGTCCCTATACT 
TTGTGGTCATGCGAGGAGAGTTTGACTCACTGTTGCAGTGGCCATTCAGG 
CAGAGGGTGACCCTGATGCTTCTGGACCAGAGTGGCAAAAAGAACATTAT 
GGAGACCTTCAAACCTGACCCCAATAGCAGCAGCTTTAAAAGACCTGATG 
GGGAGATGAACATTGCATCTGGCTGTCCCCGCTTTGTGGCTCATTCTGTT 
TTGGAGAATGCCAAGAACGCCTACATTAAAGATGACACTCTGTTCTTGAA 
AGTGGCCGTGGACTTAACTGACCTGGAGGATCTCTAGGGATCC 

 


