Division of Signal Transduction Therapy
Standard Operation Procedure

Preparation of CAND1 1-1230

Enzyme description:- CANDI

Clone number:- DU24006

Source:- BL21 recombinant

Tag:- cleaved from N-terminal GST
Purification method:- GSH-Sepharose

Expression level:- Img/L

Calculated molecular mass:-

Monoisotopic 137678 Da
Average Mass 137761 Da
[cysteines reduced, methionines have not been oxidised]
Theoretical pl:- 6.39
Purity:- 90%

Enzyme storage buffer:-

50mM HEPES pH 7.5, 150mM NacCl, 10% glycerol, ImM DTT

Storage temperature:- -80°C

Assay:-
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Clone Data Sheet
CANDI1 1-1230

CANDI1

TIP120

DU24006

Human

Protein: Q86VP6

cleaved from N-terminal GST

GPLGSPGIPGSTRAAAMASASYHISNLLEKMTSSDKDFRFMATNDLMTEL
OKDSIKLDDDSERKVVKMILKLLEDKNGEVONLAVKCLGPLVSKVKEYQV
ETIVDTLCTNMLSDKEQLRDISSIGLKTVIGELPPASSGSALAANVCKKI
TGRLTSAIAKQEDVSVQLEALDIMADMLSROGGLLVNFHPSILTCLLPQL
TSPRLAVRKRTIIALGHLVMSCGNIVFVDLIEHLLSELSKNDSMSTTRTY
IQCIAAISROAGHRIGEYLEKIIPLVVKFCNVDDDELREYCIQAFESFVR
RCPKEVYPHVSTIINICLKYLTYDPNYNYDDEDEDENAMDADGGDDDDQG
SDDEYSDDDDMSWKVRRAAAKCLDAVVSTRHEMLPEFYKTVSPALISRFK
EREENVKADVFHAYLSLLKOTRPVQSWLCDPDAMEQGETPLTMLOSQVPN
IVKALHKOMKEKSVKTROQCCFNMLTELVNVLPGALTQHIPVLVPGIIFSL
NDKSSSSNLKIDALSCLYVILCNHSPQVFHPHVQOALVPPVVACVGDPFYK
ITSEALLVTQOLVKVIRPLDOPSSFDATPYIKDLFTCTIKRLKAADIDOQE
VKERAISCMGQIICNLGDNLGSDLPNTLOIFLERLKNEITRLTTVKALTL
IAGSPLKIDLRPVLGEGVPILASFLRKNORALKLGTLSALDILIKNYSDS
LTAAMIDAVLDELPPLISESDMHVSOMAISFLTTLAKVYPSSLSKISGSI
LNELIGLVRSPLLOGGALSAMLDFFQALVVTGTNNLGYMDLLRMLTGPVY
SQOSTALTHKQSYYSIAKCVAALTRACPKEGPAVVGQFIQDVKNSRSTDSI
RLLALLSLGEVGHHIDLSGOLELKSVILEAFSSPSEEVKSAASYALGSIS
VGNLPEYLPFVLOEITSQPKROQYLLLHSLKEIISSASVVGLKPYVENIWA
LLLKHCECAEEGTRNVVAECLGKLTLIDPETLLPRLKGYLISGSSYARSS
VVTAVKFTISDHPOPIDPLLKNCIGDFLKTLEDPDLNVRRVALVTFNSAA
HNKPSLIRDLLDTVLPHLYNETKVRKELIREVEMGPFKHTVDDGLDIRKA
AFECMYTLLDSCLDRLDIFEFLNHVEDGLKDHYDIKMLTFLMLVRLSTLC
PSAVLORLDRLVEPLRATCTTKVKANSVKOEFEKQODELKRSAMRAVAALL
TIPEAEKSPLMSEFQSQISSNPELAAIFESIQKDSSSTNLESMDTS

in bold

Notl/Notl



DNA sequence of

expression
cassettes

atgtcccctatactaggttattggaaaattaagggccttgtgcaacccac
tcgacttcttttggaatatcttgaagaaaaatatgaagagcatttgtatg
agcgcgatgaaggtgataaatggcgaaacaaaaagtttgaattgggtttg
gagtttcccaatcttccttattatattgatggtgatgttaaattaacaca
gtctatggccatcatacgttatatagctgacaagcacaacatgttgggtg
gttgtccaaaagagcgtgcagagatttcaatgcttgaaggagcggttttg
gatattagatacggtgtttcgagaattgcatatagtaaagactttgaaac
tctcaaagttgattttcttagcaagctacctgaaatgctgaaaatgttcg
aagatcgtttatgtcataaaacatatttaaatggtgatcatgtaacccat
cctgacttcatgttgtatgacgctcttgatgttgttttatacatggaccc
aatgtgcctggatgcgttcccaaaattagtttgttttaaaaaacgtattg
aagctatcccacaaattgataagtacttgaaatccagcaagtatatagca
tggcctttgcagggctggcaagccacgtttggtggtggcgaccatcctcce
aaaatcggatctggaagttctgttccaggggcccctgggatccccaggaa
ttceccgggtecgactcgageggecgeccATGGCGAGCGCCTCGTACCACATT
TCCAATTTGCTGGAAAAAATGACATCCAGCGACAAGGACTTTAGGTTTAT
GGCTACAAATGATTTGATGACGGAACTGCAGAAAGATTCCATCAAGTTGG
ATGATGATAGTGAAAGGAAAGTAGTGAAAATGATTTTGAAGTTATTGGAA
GATAAAAATGGAGAGGTACAGAATTTAGCTGTCAAATGTCTTGGTCCTTT
AGTGAGTAAAGTGAAAGAATACCAAGTAGAGACAATTGTAGATACCCTCT
GCACTAACATGCTTTCTGATAAAGAACAACTTCGAGACATTTCAAGTATT
GGTCTTAAAACAGTAATTGGAGAACTTCCTCCAGCTTCCAGTGGCTCTGC
ATTAGCTGCTAATGTATGTAAAAAGATTACTGGACGTCTTACAAGTGCAA
TAGCAAAACAGGAAGATGTCTCTGTTCAGCTAGAAGCCTTGGATATTATG
GCTGATATGTTGAGCAGGCAAGGAGGACTTCTTGTTAATTTCCATCCTTC
AATTCTGACCTGTCTACTTCCCCAGTTGACCAGCCCTAGACTTGCAGTGA
GGAAAAGAACCATTATCGCTCTTGGCCATCTGGTTATGAGCTGTGGAAAT
ATAGTTTTTGTAGATCTTATTGAACATCTGTTGTCAGAGTTGTCCAAAAA
TGATTCTATGTCAACAACAAGAACCTACATACAATGTATTGCTGCTATTA
GTAGGCAAGCTGGTCATAGAATAGGTGAATACCTTGAGAAGATAATTCCT
TTGGTGGTAAAATTTTGCAATGTAGATGATGATGAATTAAGAGAGTACTG
TATTCAAGCCTTTGAATCATTTGTAAGAAGATGTCCTAAGGAAGTATATC
CTCATGTTTCTACCATTATAAATATTTGTCTTAAATATCTTACCTATGAT
CCAAATTATAATTACGATGATGAAGATGAAGATGAAAATGCAATGGATGC
TGATGGTGGTGATGATGATGATCAAGGGAGTGATGATGAATACAGTGATG
ATGATGACATGAGTTGGAAAGTGAGACGTGCAGCTGCGAAGTGCTTGGAT
GCTGTAGTTAGCACAAGGCATGAAATGCTTCCAGAATTCTACAAGACCGT
CTCTCCTGCACTAATATCCAGATTTAAAGAGCGTGAAGAGAATGTAAAGG
CAGATGTTTTTCACGCATACCTTTCTCTTTTGAAGCAAACTCGTCCTGTA
CAAAGTTGGCTATGTGACCCTGATGCAATGGAGCAGGGAGAAACACCTTT
AACAATGCTTCAGAGTCAGGTTCCCAACATTGTTAAAGCTCTTCACAAAC
AGATGAAAGAAAAAAGTGTGAAGACCCGACAGTGTTGTTTTAACATGTTA
ACTGAGCTGGTAAATGTATTACCTGGGGCCCTAACTCAACACATTCCTGT
ACTTGTACCAGGAATCATTTTCTCACTGAATGATAAATCAAGCTCATCGA
ATTTGAAGATCGATGCTTTGTCATGTCTATACGTAATCCTCTGTAACCAT
TCTCCTCAAGTCTTCCATCCTCACGTTCAGGCTTTGGTTCCTCCAGTGGT
GGCTTGTGTTGGAGACCCATTTTACAAAATTACATCTGAAGCACTTCTTG
TTACTCAACAGCTTGTCAAAGTAATTCGTCCTTTAGATCAGCCTTCCTCG
TTTGATGCAACTCCTTATATCAAAGATCTATTTACCTGTACCATTAAGAG
ATTAAAAGCAGCTGACATTGATCAGGAAGTCAAGGAAAGGGCTATTTCCT
GTATGGGACAAATTATTTGCAACCTTGGAGACAATTTGGGTTCTGACTTG
CCTAATACACTTCAGATTTTCTTGGAGAGACTAAAGAATGAAATTACCAG
GTTAACTACAGTAAAGGCATTGACACTGATTGCTGGGTCACCTTTGAAGA
TAGATTTGAGGCCTGTTCTGGGAGAAGGGGTTCCTATCCTTGCTTCATTT
CTTAGAAAAAACCAGAGAGCTTTGAAACTGGGTACTCTTTCTGCCCTTGA
TATTCTAATAAAAAACTATAGTGACAGCTTGACAGCTGCCATGATTGATG



CAGTTCTAGATGAGCTCCCACCTCTTATCAGCGAAAGTGATATGCATGTT
TCACAAATGGCCATCAGTTTTCTTACCACTTTGGCAAAAGTATATCCCTC
CTCCCTTTCAAAGATAAGTGGATCCATTCTCAATGAACTTATTGGACTTG
TGAGATCACCCTTATTGCAGGGGGGAGCTCTTAGTGCCATGCTAGACTTT
TTCCAAGCTCTGGTTGTCACTGGAACAAATAATTTAGGATACATGGATTT
GTTGCGCATGCTGACTGGTCCAGTTTACTCTCAGAGCACAGCTCTTACTC
ATAAGCAGTCTTATTATTCCATTGCCAAATGTGTAGCTGCCCTTACTCGA
GCATGCCCTAAAGAGGGACCAGCTGTAGTAGGTCAGTTTATTCAAGATGT
CAAGAACTCAAGGTCTACAGATTCCATTCGTCTCTTAGCTCTACTTTCTC
TTGGAGAAGTTGGGCATCATATTGACTTAAGTGGACAGTTGGAACTAAAA
TCTGTAATACTAGAAGCTTTCTCATCTCCTAGTGAAGAAGTCAAATCAGC
TGCATCCTATGCATTAGGCAGCATTAGTGTGGGCAACCTTCCTGAATATC
TACCGTTTGTCCTGCAAGAAATAACTAGTCAACCCAAAAGGCAGTATCTT
TTACTTCATTCCTTGAAGGAAATTATTAGCTCTGCATCAGTGGTGGGCCT
TAAACCATATGTTGAAAACATCTGGGCCTTATTACTAAAGCACTGTGAGT
GTGCAGAGGAAGGAACCAGAAATGTTGTTGCTGAATGTCTAGGAAAACTC
ACTCTAATTGATCCAGAAACTCTCCTTCCACGGCTTAAGGGGTACTTGAT
ATCAGGCTCATCATATGCCCGAAGCTCAGTGGTTACGGCTGTGAAATTTA
CAATTTCTGACCATCCACAACCTATTGATCCACTGTTAAAGAACTGCATA
GGTGATTTCCTAAAAACTTTGGAAGACCCAGATTTGAATGTGAGAAGAGT
AGCCTTGGTCACATTTAATTCAGCAGCACATAACAAGCCATCATTAATAA
GGGATCTATTGGATACTGTTCTTCCACATCTTTACAATGAAACAAAAGTT
AGAAAGGAGCTTATAAGAGAGGTAGAAATGGGTCCATTTAAACATACGGT
TGATGATGGTCTGGATATTAGAAAGGCAGCATTTGAGTGTATGTACACAC
TTCTAGACAGTTGTCTTGATAGACTTGATATCTTTGAATTTCTAAATCAT
GTTGAAGATGGTTTGAAGGACCATTATGATATTAAGATGCTGACATTTTT
AATGTTGGTGAGACTGTCTACCCTTTGTCCAAGTGCAGTACTGCAGAGGT
TGGACCGACTTGTTGAGCCATTACGTGCAACATGTACAACTAAGGTAAAG
GCAAACTCAGTAAAGCAGGAGTTTGAAAAACAAGATGAATTAAAGCGATC
TGCCATGAGAGCAGTAGCAGCACTACTAACCATTCCAGAAGCAGAGAAGA
GTCCACTGATGAGTGAATTCCAGTCACAGATCAGTTCTAACCCTGAGCTG
GCGGCTATCTTTGAAAGTATCCAGAAAGATTCATCATCTACTAACTTGGA
ATCAATGGACACTAGTTAGgcggccgce



