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Dac-USP45 
 
Enzyme description:- Dac-USP45 
 
Clone number:- DU23041 
 
Source:- Sf21 Recombinant 
 
Tag:- N-terminal Dac tag 
 
Purification method:- Ampicillin sepharose 
 
Expression level:- 8 mg/L 
 
Calculated molecular mass:-  
 
Monoisotopic   121269 Da      
Average Mass  121343 Da     
[cycsteines reduced, methionines have not been oxidised] 
 
Theoretical pI:- 8.57 
 
Purity:- 80% 
 
Enzyme storage buffer:-  
 
50 mM HEPES pH 7.5, 10% glycerol, 150mM NaCl, 1mM DTT 
 
Storage temperature:- -80ºC 
 
Assay:- 
 
Ub-Rho110-Gly cleavage assay monitored by Ex/Em 485/535 nm 
 
Assay buffer:- 
 
40 mM Tris pH 7.5, 100 mM NaCl, 5 mM DTT, 0.01% Triton X-100, 0.005% Ovalbumin, 
0.5 μM Ub-Rho110-Gly  
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Clone Data Sheet 
 

Dac-USP45 
 
Protein Dac-USP45 
Synonyms  
Clone Number DU23041 
Species Human 
Accession Number Protein: Q70EL2       DNA: NM_001080401.1 
Tags N-terminal Dac tag 
Amino acid sequence 
of expressed protein  
 

MSAIPGVPQIDAESYILIDYNSGKVLAEQNADVRRDPASLTKMMTSYVIGQAM
KAGKFKETDLVTIGNDAWATGNPVFKGSSLMFLKPGMQVPVSQLIRGINLQSG
NDACVAMADFAAGSQDAFVGLMNSYVNALGLKNTHFQTVHGLDADGQYSSARD
MALIGQALIRDVPNEYSIYKEKEFTFNGIRQLNRNGLLWDNSLNVDGIKTGHT
DKAGYNLVASATEGQMRLISAVMGGRTFKGREAESKKLLTWGFRFFETVNPEN
LYFQGGSMRVKDPTKALPEKAKRSKRPTVPHDEDSSDDIAVGLTCQHVSHAIS
VNHVKRAIAENLWSVCSECLKERRFYDGQLVLTSDIWLCLKCGFQGCGKNSES
QHSLKHFKSSRTEPHCIIINLSTWIIWCYECDEKLSTHCNKKVLAQIVDFLQK
HASKTQTSAFSRIMKLCEEKCETDEIQKGGKCRNLSVRGITNLGNTCFFNAVM
QNLAQTYTLTDLMNEIKESSTKLKIFPSSDSQLDPLVVELSRPGPLTSALFLF
LHSMKETEKGPLSPKVLFNQLCQKAPRFKDFQQQDSQELLHYLLDAVRTEETK
RIQASILKAFNNPTTKTADDETRKKVKAYGKEGVKMNFIDRIFIGELTSTVMC
EECANISTVKDPFIDISLPIIEERVSKPLLWGRMNKYRSLRETDHDRYSGNVT
IENIHQPRAAKKHSSSKDKSQLIHDRKCIRKLSSGETVTYQKNENLEMNGDSL
MFASLMNSESRLNESPTDDSEKEASHSESNVDADSEPSESESASKQTGLFRSS
SGSGVQPDGPLYPLSAGKLLYTKETDSGDKEMAEAISELRLSSTVTGDQDFDR
ENQPLNISNNLCFLEGKHLRSYSPQNAFQTLSQSYITTSKECSIQSCLYQFTS
MELLMGNNKLLCENCTKNKQKYQEETSFAEKKVEGVYTNARKQLLISAVPAVL
ILHLKRFHQAGLSLRKVNRHVDFPLMLDLAPFCSATCKNASVGDKVLYGLYGI
VEHSGSMREGHYTAYVKVRTPSRKLSEHNTKKKNVPGLKAADNESAGQWVHVS
DTYLQVVPESRALSAQAYLLFYERVL 

Native sequence in bold 
Protease cleavage TEV site underlined 
Cloning sites BglII / Not1 
 
 



 
DNA sequence of 
insert 

ATGCGGGTGAAAGATCCAACTAAAGCTTTACCTGAGAAAGCCAAAAGAAGTAA
AAGGCCTACTGTACCTCATGATGAAGACTCTTCAGATGATATTGCTGTAGGTT
TAACTTGCCAACATGTAAGTCATGCTATCAGCGTGAATCATGTAAAGAGAGCA
ATAGCTGAGAATCTGTGGTCAGTTTGCTCAGAATGTTTAAAAGAAAGAAGATT
CTATGATGGGCAGCTAGTACTTACTTCTGATATTTGGTTGTGCCTCAAGTGTG
GCTTCCAGGGATGTGGTAAAAACTCAGAAAGCCAACATTCATTGAAGCACTTT
AAGAGTTCCAGAACAGAGCCCCATTGTATTATAATTAATCTGAGCACATGGAT
TATATGGTGTTATGAATGTGATGAAAAATTATCAACGCATTGTAATAAGAAGG
TTTTGGCTCAGATAGTTGATTTTCTCCAGAAACATGCTTCTAAAACACAAACA
AGTGCATTTTCTAGAATCATGAAACTTTGTGAAGAAAAATGTGAAACAGATGA
AATACAGAAGGGAGGAAAATGCAGAAATTTATCTGTAAGAGGAATTACAAATT
TAGGAAATACTTGCTTTTTTAATGCAGTCATGCAGAACTTGGCACAGACTTAT
ACTCTTACTGATCTGATGAATGAGATCAAAGAAAGTAGTACAAAACTCAAGAT
TTTTCCTTCCTCAGACTCTCAGCTGGACCCATTGGTGGTGGAACTTTCAAGGC
CTGGACCACTGACTTCTGCCTTGTTCCTGTTTCTTCACAGCATGAAGGAGACT
GAAAAAGGACCACTTTCTCCTAAAGTTCTTTTTAATCAGCTTTGTCAGAAGGC
ACCTCGATTTAAAGATTTCCAGCAACAGGACAGTCAGGAGCTTCTTCATTATC
TTCTGGATGCAGTGAGGACAGAAGAAACAAAGCGAATACAAGCTAGCATTCTA
AAAGCATTTAACAACCCAACTACTAAAACTGCTGATGATGAAACTAGAAAAAA
AGTCAAAGCATATGGAAAAGAAGGTGTGAAAATGAACTTCATAGATCGGATCT
TTATTGGTGAATTAACTAGCACGGTCATGTGTGAAGAATGTGCAAATATCTCC
ACGGTGAAAGATCCATTCATTGATATTTCACTTCCTATAATAGAAGAAAGGGT
TTCAAAACCTTTACTTTGGGGAAGAATGAATAAATATAGAAGTTTACGGGAGA
CAGATCATGATCGATACAGTGGCAATGTTACTATAGAAAATATTCATCAACCT
AGAGCTGCCAAGAAGCATTCTTCATCTAAAGATAAGAGTCAACTAATTCATGA
CCGAAAATGTATTAGAAAATTGTCATCTGGAGAAACTGTCACATACCAGAAAA
ATGAAAACCTTGAAATGAATGGGGATTCTTTAATGTTTGCCAGCCTCATGAAT
TCTGAGTCACGTCTGAATGAAAGCCCTACTGATGACAGTGAAAAAGAAGCCAG
CCATTCTGAAAGCAATGTTGATGCTGACAGTGAGCCTTCAGAATCTGAAAGTG
CTTCAAAGCAGACTGGGCTGTTCAGATCCAGTAGTGGATCCGGTGTGCAGCCA
GATGGACCCCTTTACCCTCTGTCAGCAGGTAAACTGCTGTACACCAAGGAGAC
TGACAGTGGTGATAAGGAAATGGCAGAAGCTATTTCTGAACTTCGTTTGAGCA
GCACTGTAACTGGAGATCAAGATTTTGACAGAGAAAATCAGCCACTAAATATT
TCAAATAATTTATGTTTTTTGGAGGGGAAGCATTTGAGGTCTTATAGTCCCCA
AAATGCTTTTCAGACCCTTTCTCAGAGCTATATAACTACTTCTAAAGAATGTT
CAATTCAGTCCTGTCTCTACCAGTTTACATCTATGGAATTACTAATGGGGAAT
AATAAGCTTCTATGTGAGAATTGTACTAAAAACAAACAGAAGTACCAAGAAGA
AACCAGTTTTGCAGAAAAGAAAGTAGAAGGAGTTTATACTAATGCCAGGAAGC
AATTGCTCATTTCTGCTGTTCCAGCTGTCCTAATTCTCCACCTGAAAAGATTT
CATCAGGCTGGCTTGAGTCTTCGTAAAGTAAACAGACATGTAGATTTTCCACT
TATGCTCGATTTAGCACCATTCTGCTCTGCTACTTGTAAGAATGCAAGTGTGG
GAGATAAAGTTCTCTACGGTCTCTATGGCATAGTGGAACATAGTGGCTCGATG
AGAGAAGGCCACTACACTGCTTATGTGAAAGTGAGAACACCCTCCAGGAAATT
ATCGGAACATAACACTAAAAAGAAAAATGTGCCTGGTTTGAAAGCGGCTGATA
ATGAATCAGCAGGCCAGTGGGTCCATGTTAGTGACACTTACTTACAGGTGGTT
CCAGAATCAAGAGCACTTAGTGCACAAGCCTACCTTCTTTTCTATGAAAGAGT
ATTATAA 

 


