Division of Signal Transduction Therapy

Standard Operation Procedure

Preparation of TRIM21
Enzyme description:- TRIM21
Clone number:- DU22292
Source:- human recombinant
Tag:- N-terminal His-SUMO
Purification method:- Ni-agarose, SEC
Expression system:- E.coli
Calculated molecular mass:-
Monoisotopic 66121 Da
Average Mass 66162 Da
[cysteines reduced, methionines have not been oxidised]
Theoretical pl:- 6.17
Purity:- 80%

Enzyme storage buffer:-

50 mM HEPES pH 7.5, 10% glycerol, 150mM NaCl, ImM DTT

Storage temperature:- -80°C

Assay:-
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Protein
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Native sequence
Protease cleavage

Cloning sites

Clone Data Sheet

TRIM21

TRIM21 (1-475) = full length
RNF81,R0O52, SSA1
DU22292

Human

P19474

N-terminal His-SUMO

MGHHHHHHSDQEAKPSTEDLGDKKEGEYIKLKVIGQODSSEIHFKVQOMTT
HLKKLKESYCQRQGVPMNSLRFLFEGQRIADNHTPKELGMEEEDVIEVY
QEQTGGmasaarltmmweevtcpicldpfvepvsiecghsfcgecisqgv
gkgggsvecpvecrgrfllknlrpnrglanmvnnlkeisgearegtggerc
avhgerlhlfcekdgkalcwvcagsrkhrdhamvpleeaageygeklqgv
algelrrkgelaekleveiaikradwkktvetgksrihaefvqggknflv
eeeqrqglgelekdereqglrilgekeaklaqgsqgalgeliseldrrchss
alellgeviivlerseswnlkdlditspelrsvchvpglkkmlrtcavh
itldpdtanpwlilsedrrgvrlgdtggsipgneerfdsypmvlgaghf
hsgkhywevdvtgkeawdlgvcrdsvrrkghfllssksgfwtiwlwnkqg
kyeagtypgtplhlgvppcgvgifldyeagmvsfynitdhgsliysfse
caftgplrpffspgfndggkntapltlcplnigsqgstdy

TRIM21 sequence in small letters
SENPI protease site
Notl / Notl



DNA sequence of
expression cassette

ATGGGTCATCATCACCATCACCATTCTGACCAGGAGGCAAAACCTTCAACT
GAGGACTTGGGGGATAAGAAGGAAGGTGAATATATTAAACTCAAAGTCATT
GGACAGGATAGCAGTGAGATTCACTTCAAAGTGCAAATGACAACACATCTC
AAGAAACTCAAAGAATCATACTGTCAAAGACAGGGTGTTCCAATGAATTCA
CTCAGGTTTCTCTTTGAGGGTCAGAGAATTGCTGATAATCATACTCCAAAA
GAACTGGGAATGGAGGAAGAAGATGTGATTGAAGTTTATCAGGAACAAACG
GGGGGAatggcttcagcagcacgcttgacaatgatgtgggaggaggtcaca
tgccctatctgecctggacceccttecgtggagectgtgagecatcgagtgtgge
cacagcttctgccaggaatgcatctctcaggttgggaaaggtgggggcagce
gtctgtcctgtgtgccggcagcgetttctgctcaagaatcteccggecccaat
cgacagctagccaacatggtgaacaaccttaaagaaatcagccaggaggcc
agagagggcacacagggggaacggtgtgcagtgcatggagagagacttcac
ctgttctgtgagaaagatgggaaggccctttgctgggtatgtgcccagtct
cggaaacaccgtgaccacgccatggtccctcttgaggaggctgcacaggag
taccaggagaagctccaggtggcattaggggaactgagaagaaagcaggag
ttggctgagaagttggaagtggaaattgcaataaagagagcagactggaag
aaaacagtggaaacacagaaatctaggattcacgcagagtttgtgcagcaa
aaaaacttcctggttgaagaagaacagaggcagctgcaggagctggagaag
gatgagagggagcagctgagaatcctgggggagaaagaggccaagctggcec
cagcagagccaggccctacaggagctcatctcagagctagatcgaaggtge
cacagctcagcactggaactgctgcaggaggtgataattgtcctggaaagg
agtgagtcctggaacctgaaggacctggatattacctctccagaactcagg
agtgtgtgccatgtgccagggctgaagaagatgctgaggacatgtgcagtc
cacatcactctggatccagacacagccaatccgtggctgatactttcagaa
gatcggagacaagtgaggcttggagacacccagcagagcatacctggaaat
gaagagagatttgatagttatcctatggtcctgggtgcccagcactttcac
tctggaaaacattactgggaggtagatgtgacaggaaaggaggcctgggac
ctgggtgtctgcagagactctgtgcgcaggaaggggcactttttgcttagt
tccaagagtggcttctggacaatttggttgtggaacaaacaaaaatatgag
gctggcacctacccccagactccecctccaccttcaggtgecteccatgeccaa
gttgggattttcctggactatgaggctggcatggtctccttctacaacatc
actgaccatggctccctcatctactccttctctgaatgtgecctttacagga
cctctgcggcccttecttcagtecctggtttcaatgatggaggaaaaaacaca
gcccctctaaccctctgteccactgaatattggatcacaaggatccactgac
tattga



