Division of Signal Transduction Therapy
Standard Operation Procedure

Preparation of GST-USP15

Enzyme description:- USP15 isoform 2 1-952
Clone number:- DU19772

Source:- BL21 Recombinant
Tag:- GST

Purification method:- GSH-Sepharose
Expression level:- 1.5 mg/LL

Calculated molecular mass:-

Monoisotopic 137325 Da
Average Mass 137410 Da
[cycsteines reduced, methionines have not been oxidised]
Theoretical pl:- 5.08
Purity:- 90%

Enzyme storage buffer:-

50 mM HEPES pH 7.5, 10% glycerol, 150mM NaCl, ImM DTT

Storage temperature:- -80°C

Assay:-

Ub-Rho110-Gly cleavage assay monitored by Ex/Em 485/535 nm

Assay buffer:-

40 mM Tris pH 7.5, 100 mM NaCl, 5 mM DTT, 0.01% Triton X-100, 0.005% Ovalbumin, 0.5
uM Ub-Rho110-Gly
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Division of Signal Transduction Therapy
Clone Data Sheet
USP15

USP15 isoform 2 1-952 (full length)
Unph-2, Unph-4

DU19772

Human

Protein: NP_006304 DNA: NM_006313.1
N-terminal GST

MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFP
NLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGV
SRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDAL
DVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLOQGWQATFGG
GDHPPKSDLEVLFQGPLGSPEFPGRLERPLMAEGGAADLDTQRSDIATLLKTS
LRKGDTWYLVDSRWFKOWKKYVGFDSWDKYQMGDONVYPGPIDNSGLLKDGDA
OSLKEHLIDELDYILLPTEGWNKLVSWYTLMEGQEPIARKVVEQGMFVKHCKV
EVYLTELKLCENGNMNNVVTRRFSKADTIDTIEKEIRKIFSIPDEKETRLWNK
YMSNTFEPLNKPDSTIQDAGLYQGQVLVIEQKNEDGTWPRGPSTPNVKNSNYC
LPSYTAYKNYDYSEPGRNNEQPGLCGLSNLGNTCFMNSAIQCLSNTPPLTEYF
LNDKYQEELNFDNPLGMRGEIAKSYAELIKQOMWSGKFSYVTPRAFKTQVGRFA
POQFSGYQQODCOQELLAFLLDGLHEDLNRIRKKPYIQLKDADGRPDKVVAEEAW
ENHLKRNDSIIVDIFHGLFKSTLVCPECAKISVTFDPFCYLTLPLPMKKERTL
EVYLVRMDPLTKPMQYKVVVPKIGNILDLCTALSALSGIPADKMIVTDIYNHR
FHRIFAMDENLSSIMERDDIYVFEININRTEDTEHVIIPVCLREKFRHSSYTH
HTGSSLFGQPFLMAVPRNNTEDKLYNLLLLRMCRYVKISTETEETEGSLHCCK
DONINGNGPNGIHEEGSPSEMETDEPDDESSQDQELPSENENSQSEDSVGGDN
DSENGLCTEDTCKGQLTGHKKRLFTFQFNNLGNTDINYIKDDTRHIRFDDRQL
RLDERSFLALDWDPDLKKRYFDENAAEDFEKHESVEYKPPKKPFVKLKDCIEL
FTTKEKLGAEDPWYCPNCKEHQOATKKLDLWSLPPVLVVHLKRFSYSRYMRDK
LDTLVDFPINDLDMSEFLINPNAGPCRYNLIAVSNHYGGMGGGHYTAFAKNKD
DGKWYYFDDSSVSTASEDQIVSKAAYVLFYQRODTFSGTGFFPLDRETKGASA
ATGIPLESDEDSNDNDNDIENENCMHTN

in bold
Precission site underlined
Notl



DNA sequence of the ATGTCCCCTATACTAGGTTATTGGAAAATTAAGGGCCTTGTGCAACCCACTCG

expression cassette

ACTTCTTTTGGAATATCTTGAAGAAAAATATGAAGAGCATTTGTATGAGCGCG
ATGAAGGTGATAAATGGCGAAACAAAAAGTTTGAATTGGGTTTGGAGTTTCCC
AATCTTCCTTATTATATTGATGGTGATGTTAAATTAACACAGTCTATGGCCAT
CATACGTTATATAGCTGACAAGCACAACATGTTGGGTGGTTGTCCAAAAGAGC
GTGCAGAGATTTCAATGCTTGAAGGAGCGGTTTTGGATATTAGATACGGTGTT
TCGAGAATTGCATATAGTAAAGACTTTGAAACTCTCAAAGTTGATTTTCTTAG
CAAGCTACCTGAAATGCTGAAAATGTTCGAAGATCGTTTATGTCATAAAACAT
ATTTAAATGGTGATCATGTAACCCATCCTGACTTCATGTTGTATGACGCTCTT
GATGTTGTTTTATACATGGACCCAATGTGCCTGGATGCGTTCCCAAAATTAGT
TTGTTTTAAAAAACGTATTGAAGCTATCCCACAAATTGATAAGTACTTGAAAT
CCAGCAAGTATATAGCATGGCCTTTGCAGGGCTGGCAAGCCACGTTTGGTGGT
GGCGACCATCCTCCAAAATCGGATCTGGAAGTTCTGTTCCAGGGGCCCCTGGG
ATCCCCGGAATTCCCGGGTCGACTCGAGCGGCCGCTCATGGCGGAAGGCGGAG
CGGCGGATCTGGACACCCAGCGGTCTGACATCGCGACGCTGCTCAAAACCTCG
CTCCGGAAAGGGGACACCTGGTACCTAGTCGATAGTCGCTGGTTCAAACAGTG
GAAAAAATATGTTGGCTTTGACAGTTGGGACAAATACCAGATGGGAGATCAAA
ATGTGTATCCTGGACCCATTGATAACTCTGGACTTCTCAAAGATGGTGATGCC
CAGTCACTTAAGGAACACCTTATTGATGAATTGGATTACATACTGTTGCCAAC
TGAAGGTTGGAATAAACTTGTCAGCTGGTACACATTGATGGAAGGTCAAGAGC
CAATAGCACGAAAGGTGGTTGAACAGGGTATGTTTGTAAAGCACTGCAAAGTA
GAAGTATATCTCACAGAATTGAAGCTATGTGAAAATGGAAACATGAATAATGT
TGTAACTCGAAGATTTAGCAAAGCTGACACAATAGATACAATTGAAAAGGAAA
TAAGAAAAATCTTCAGTATTCCAGATGAAAAGGAGACCAGATTGTGGAACAAA
TACATGAGTAACACATTTGAACCACTGAATAAACCAGACAGCACCATTCAGGA
TGCTGGTTTATACCAAGGACAGGTATTAGTGATAGAACAGAAAAATGAAGATG
GAACATGGCCAAGGGGTCCTTCTACTCCTAATGTGAAAAACTCAAATTACTGT
CTTCCATCATATACCGCTTATAAGAACTATGATTATTCGGAACCTGGAAGAAA
CAATGAACAGCCAGGCCTCTGTGGCCTAAGTAACTTGGGAAATACGTGTTTCA
TGAACTCAGCTATTCAGTGTTTGAGCAACACACCTCCACTTACTGAGTATTTC
CTCAATGATAAGTATCAAGAAGAACTGAATTTTGACAATCCCTTAGGAATGAG
AGGTGAAATAGCTAAATCTTATGCCGAACTGATCAAGCAAATGTGGTCTGGAA
AGTTTAGCTACGTCACCCCAAGAGCCTTTAAGACACAGGTAGGACGTTTTGCA
CCTCAGTTCTCTGGATATCAGCAGCAAGACTGTCAAGAACTGTTAGCTTTCCT
ATTAGATGGATTACATGAGGATTTGAATAGAATTAGGAAAAAACCATATATAC
AATTAAAAGATGCAGATGGAAGGCCAGATAAGGTGGTTGCCGAAGAAGCCTGG
GAAAACCATTTAAAACGAAATGATTCTATCATAGTAGATATATTTCATGGCCT
TTTCAAATCAACTTTAGTTTGTCCTGAGTGTGCTAAGATTTCAGTAACATTTG
ATCCTTTTTGTTACTTGACACTTCCATTGCCCATGAAAAAAGAACGCACCTTG
GAAGTTTACTTAGTTAGAATGGATCCACTTACCAAACCTATGCAGTACAAAGT
GGTTGTCCCCAAAATTGGAAACATATTAGATCTTTGTACAGCATTGTCTGCTT
TGTCAGGAATACCTGCAGATAAGATGATAGTTACTGATATATACAATCATAGA
TTTCACAGAATATTCGCTATGGATGAAAACCTTAGTAGTATTATGGAACGGGA
TGATATTTATGTGTTTGAAATTAACATCAATAGGACAGAAGATACAGAGCACG
TGATTATTCCTGTTTGCCTAAGAGAAAAATTCAGACACTCGAGTTATACCCAC
CATACTGGTTCTTCACTTTTTGGTCAGCCCTTTCTTATGGCTGTACCACGAAA
CAATACTGAAGACAAACTTTATAATCTCCTGCTCTTGAGAATGTGCCGATATG
TCAAAATATCTACTGAAACTGAAGAAACTGAAGGATCCCTACACTGCTGTAAG
GACCAAAATATTAATGGGAATGGCCCAAATGGCATACATGAAGAAGGCTCACC
AAGTGAAATGGAAACAGATGAGCCAGATGATGAATCCAGCCAGGATCAAGAAC
TTCCCTCAGAGAATGAAAACAGTCAGTCTGAAGATTCAGTTGGAGGAGATAAT
GATTCTGAAAATGGATTATGTACTGAGGATACTTGCAAAGGTCAACTCACGGG



ACACAAAAAACGATTGTTTACATTCCAGTTCAACAACTTAGGCAATACTGATA
TCAACTACATCAAAGATGATACCAGGCATATAAGATTTGATGATAGGCAGCTT
AGGCTAGATGAAAGATCTTTTCTTGCTTTGGATTGGGATCCTGATTTGAAAAA
AAGATATTTTGATGAAAATGCTGCCGAGGACTTTGAAAAACATGAAAGTGTGG
AGTATAAACCTCCTAAAAAACCCTTTGTGAAATTAAAAGATTGCATTGAACTT
TTTACAACAAAAGAAAAGCTAGGTGCTGAAGATCCCTGGTATTGTCCGAATTG
TAAAGAACATCAGCAAGCCACAAAGAAATTGGATTTATGGTCCCTGCCTCCAG
TACTTGTAGTACATCTCAAGCGATTTTCTTACAGTCGATACATGAGAGACAAG
TTGGATACCTTAGTTGATTTTCCTATCAATGACTTGGATATGTCGGAATTCTT
AATTAATCCAAATGCAGGTCCTTGCCGCTATAATCTGATTGCTGTTTCCAACC
ACTATGGAGGGATGGGAGGAGGACACTATACTGCTTTTGCAAAAAATAAAGAT
GATGGAAAATGGTACTATTTTGATGACAGTAGTGTCTCCACTGCATCTGAAGA
CCAAATTGTGTCCAAAGCAGCATATGTACTCTTCTACCAGAGACAAGACACTT
TCAGTGGAACTGGCTTTTTTCCTCTTGACCGAGAAACTAAAGGTGCTTCAGCT
GCCACTGGCATCCCATTAGAAAGTGATGAAGATAGCAATGATAATGACAATGA
TATAGAAAATGAAAACTGTATGCACACTAACTAAGCGGCCGC



