
Division of Signal Transduction Therapy 
 

Standard Operation Procedure 
 

Preparation of GST-WWP1 2-921  
 
Enzyme description:- WWP1 2-921 
 
Clone number:- DU19746 
 
Source:- Recombinant 
 
Tag:- N-terminal GST 
 
Purification method:- GSH-Sepharose 
 
Expression level:- 0.3mg/L 
 
Calculated molecular mass:- 
 
Monoisotopic 131924 
Average Mass 132004 
[cysteines reduced, methionines have not been oxidised] 
 
Theoretical pI:- 5.1 
 
Purity:- 80% 
 
Enzyme storage buffer:-  
 
50 mM HEPES pH 7.5, 10% glycerol, 150mM NaCl, 1mM DTT 
 
Storage temperature:- -80ºC 
 
Assay:-  
 
 



Division of Signal Transduction Therapy 
 

Clone Data Sheet 
 

Protein name WWP1  2-921 
 
Protein GST-WWP1 2-921 
Synonyms  
Clone Number DU19746 
Species Human 
Accession Number Q9H0M0 
Tags N-terminal GST 
Aminoacid sequence 
of the expressed 
protein  
 

MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGL
EFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVL
DIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTH
PDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIA
WPLQGWQATFGGGDHPPKSDLEVLFQGPLGSIATASPRSDTSNNHSGRLQ
LQVTVSSAKLKRKKNWFGTAIYTEVVVDGEITKTAKSSSSSNPKWDEQLT
VNVTPQTTLEFQVWSHRTLKADALLGKATIDLKQALLIHNRKLERVKEQL
KLSLENKNGIAQTGELTVVLDGLVIEQENITNCSSSPTIEIQENGDALHE
NGEPSARTTARLAVEGTNGIDNHVPTSTLVQNSCCSYVVNGDNTPSSPSQ
VAARPKNTPAPKPLASEPADDTVNGESSSFAPTDNASVTGTPVVSEENAL
SPNCTSTTVEDPPVQEILTSSENNECIPSTSAELESEARSILEPDTSNSR
SSSAFEAAKSRQPDGCMDPVRQQSGNANTETLPSGWEQRKDPHGRTYYVD
HNTRTTTWERPQPLPPGWERRVDDRRRVYYVDHNTRTTTWQRPTMESVRN
FEQWQSQRNQLQGAMQQFNQRYLYSASMLAAENDPYGPLPPGWEKRVDST
DRVYFVNHNTKTTQWEDPRTQGLQNEEPLPEGWEIRYTREGVRYFVDHNT
RTTTFKDPRNGKSSVTKGGPQIAYERGFRWKLAHFRYLCQSNALPSHVKI
NVSRQTLFEDSFQQIMALKPYDLRRRLYVIFRGEEGLDYGGLAREWFFLL
SHEVLNPMYCLFEYAGKNNYCLQINPASTINPDHLSYFCFIGRFIAMALF
HGKFIDTGFSLPFYKRMLSKKLTIKDLESIDTEFYNSLIWIRDNNIEECG
LEMYFSVDMEILGKVTSHDLKLGGSNILVTEENKDEYIGLMTEWRFSRGV
QEQTKAFLDGFNEVVPLQWLQYFDEKELEVMLCGMQEVDLADWQRNTVYR
HYTRNSKQIIWFWQFVKETDNEVRMRLLQFVTGTCRLPLGGFAELMGSNG
PQKFCIEKVGKDTWLPRSHTCFNRLDLPPYKSYEQLKEKLLFAIEETEGF
GQE 

Native sequence In bold 
Protease cleavage Prescission Protease site underlined 
Cloning sites BglII / NotI 
 
 



 
DNA sequence of 
insert 

AGATCTATCGCCACTGCTTCACCAAGGTCTGATACTAGTAATAACCACAGTG
GAAGGTTGCAGTTACAGGTAACTGTTTCTAGTGCCAAACTTAAAAGAAAAAA
GAACTGGTTCGGAACAGCAATATATACAGAAGTAGTTGTAGATGGAGAAATT
ACGAAAACAGCAAAATCCAGTAGTTCTTCTAATCCAAAATGGGATGAACAGC
TAACTGTAAATGTTACGCCACAGACTACATTGGAATTTCAAGTTTGGAGCCA
TCGCACTTTAAAAGCAGATGCTTTATTAGGAAAAGCAACGATAGATTTGAAA
CAAGCTCTGTTGATACACAATAGAAAATTGGAAAGAGTGAAAGAACAATTAA
AACTTTCCTTGGAAAACAAGAATGGCATAGCACAAACTGGTGAATTGACAGT
TGTGCTTGATGGATTGGTGATTGAGCAAGAAAATATAACAAACTGCAGCTCA
TCTCCAACCATAGAAATACAGGAAAATGGTGATGCCTTACATGAAAATGGAG
AGCCTTCAGCAAGGACAACTGCCAGGTTGGCTGTTGAAGGCACGAATGGAAT
AGATAATCATGTACCTACAAGCACTCTAGTCCAAAACTCATGCTGCTCGTAT
GTAGTTAATGGAGACAACACACCTTCATCTCCGTCTCAGGTTGCTGCCAGAC
CCAAAAATACACCAGCTCCAAAACCACTCGCATCTGAGCCTGCCGATGACAC
TGTTAATGGAGAATCATCCTCATTTGCACCAACTGATAATGCGTCTGTCACG
GGTACTCCAGTAGTGTCTGAAGAAAATGCCTTGTCTCCAAATTGCACTAGTA
CTACTGTTGAAGATCCTCCAGTTCAAGAAATACTGACTTCCTCAGAAAACAA
TGAATGTATTCCTTCTACCAGTGCAGAATTGGAATCTGAAGCTAGAAGTATA
TTAGAGCCTGACACCTCTAATTCTAGAAGTAGTTCTGCTTTTGAAGCAGCCA
AATCAAGACAGCCAGATGGGTGTATGGATCCTGTACGGCAGCAGTCTGGGAA
TGCCAACACAGAAACCTTGCCATCAGGGTGGGAACAAAGAAAAGATCCTCAT
GGTAGAACCTATTATGTGGATCATAATACTCGAACTACCACATGGGAGAGAC
CACAACCTTTACCTCCAGGTTGGGAAAGAAGAGTTGATGATCGTAGAAGAGT
TTATTATGTGGATCATAACACCAGAACAACAACGTGGCAGCGGCCTACCATG
GAATCTGTCCGAAATTTTGAACAGTGGCAATCTCAGCGGAACCAATTGCAGG
GAGCTATGCAACAGTTTAACCAACGATACCTCTATTCGGCTTCAATGTTAGC
TGCAGAAAATGACCCTTATGGACCTTTGCCACCAGGCTGGGAAAAAAGAGTG
GATTCAACAGACAGGGTTTACTTTGTGAATCATAACACAAAAACAACCCAGT
GGGAAGATCCAAGAACTCAAGGCTTACAGAATGAAGAACCCCTGCCAGAAGG
CTGGGAAATTAGATATACTCGTGAAGGTGTAAGGTACTTTGTTGATCATAAC
ACAAGAACAACAACATTCAAAGATCCTCGCAATGGGAAGTCATCTGTAACTA
AAGGTGGTCCACAAATTGCTTATGAACGCGGCTTTAGGTGGAAGCTTGCTCA
CTTCCGTTATTTGTGCCAGTCTAATGCACTACCTAGTCATGTAAAGATCAAT
GTGTCCCGGCAGACATTGTTTGAAGATTCCTTCCAACAGATTATGGCATTAA
AACCCTATGACTTGAGGAGGCGCTTATATGTAATATTTAGAGGAGAAGAAGG
ACTTGATTATGGTGGCCTAGCGAGAGAATGGTTTTTCTTGCTTTCACATGAA
GTTTTGAACCCAATGTATTGCTTATTTGAGTATGCGGGCAAGAACAACTATT
GTCTGCAGATAAATCCAGCATCAACCATTAATCCAGACCATCTTTCATACTT
CTGTTTCATTGGTCGTTTTATTGCCATGGCACTATTTCATGGAAAGTTTATC
GATACTGGTTTCTCTTTACCATTCTACAAGCGTATGTTAAGTAAAAAACTTA
CTATTAAGGATTTGGAATCTATTGATACTGAATTTTATAACTCCCTTATCTG
GATAAGAGATAACAACATTGAAGAATGTGGCTTAGAAATGTACTTTTCTGTT
GACATGGAGATTTTGGGAAAAGTTACTTCACATGACCTGAAGTTGGGAGGTT
CCAATATTCTGGTGACTGAGGAGAACAAAGATGAATATATTGGTTTAATGAC
AGAATGGCGTTTTTCTCGAGGAGTACAAGAACAGACCAAAGCTTTCCTTGAT
GGTTTTAATGAAGTTGTTCCTCTTCAGTGGCTACAGTACTTCGATGAAAAAG
AATTAGAGGTTATGTTGTGTGGCATGCAGGAGGTTGACTTGGCAGATTGGCA
GAGAAATACTGTTTATCGACATTATACAAGAAACAGCAAGCAAATCATTTGG
TTTTGGCAGTTTGTGAAAGAGACAGACAATGAAGTAAGAATGCGACTATTGC
AGTTCGTCACTGGAACCTGCCGTTTACCTCTAGGAGGATTTGCTGAGCTCAT
GGGAAGTAATGGGCCTCAAAAGTTTTGCATTGAAAAAGTTGGCAAAGACACT
TGGTTACCAAGAAGCCATACATGTTTTAATCGCTTGGATCTACCACCATATA
AGAGTTATGAACAACTAAAGGAAAAACTTCTTTTTGCAATAGAAGAGACAGA
GGGATTTGGACAAGAATGAGCGGCCGC 

 


