
Division of Signal Transduction Therapy 
 

Standard Operation Procedure 
 

Preparation of USP47 
 
Enzyme description:- His-USP47 isoform X2 1-1355 (full length) 
 
Clone number:- DU15682 
 
Source:- chimpanzee recombinant 
 
Tag:- N-terminal His-tag 
 
Purification method:- NI-agarose 
 
Expression system:- E.coli 
 
Calculated molecular mass:- 
 
Monoisotopic 159449 
Average Mass 159545 
[cysteines reduced, methionines have not been oxidised] 
 
Theoretical pI:- 4.89 
 
Purity:- 80% 
 
Enzyme storage buffer:-  
 
50 mM HEPES pH 7.5, 10% glycerol, 150mM NaCl, 1mM DTT 
 
Storage temperature:- -80ºC 
 
Assay:-  
 
 



Division of Signal Transduction Therapy 
 

Clone Data Sheet 
 

His-USP47 
 
Protein His-USP47 isoform X2 1-1355 (full length) 
Synonyms  
Clone Number DU15682 
Species identical to Pan troglodytes isoform X2 
Accession Number XP_001171097 
Tags N-terminal His-tag 
Aminoacid sequence of 
the purified protein  
 

msyyhhhhhhdydipttenlyfqgamgsgiqrptstsslvaaaMVPGE
ENQLVPKEIENAAEEPRVLCIIQDTTNSKTVNERITLNLPASTPVRKL
FEDVANKVGYINGTFDLVWGNGINTADMAPLDHTSDKSLLDANFEPGK
KNFLHLTDKDGEQPQILLEDSSAGEDSVHDRFIGPLPREGSVGSTSDY
VSQSYSYSSILNKSETGYVGLVNQAMTCYLNSLLQTLFMTPEFRNALY
KWEFEESEEDPVTSIPYQLQRLFVLLQTSKKRAIETTDVTRSFGWDSS
EAWQQHDVQELCRVMFDALEQKWKQTEQADLINELYQGKLKDYVRCLE
CGYEGWRIDTYLDIPLVIRPYGSSQAFASVEEALHAFIQPEILDGPNQ
YFCERCKKKCDARKGLRFLHFPYLLTLQLKRFDFDYTTMHRIKLNDRM
TFPEELDMSTFIDVEDEKSPQTESCTDSGAENEGSCHSDQMSNDFSND
DGVDEGICLETNSGTEKISKSGLEKNSLIYELFSVMVHSGSAAGGHYY
ACIKSFSDEQWYSFNDQHVSRITQEDIKKTHGGSSGSRGYYSSAFASS
TNAYMLIYRLKDPARNAKFLEVDEYPEHIKNLVQKERELEEQEKRQRE
IERNTCKIKLFCLHPTKQVMMENKLEVHKDKTLKEAVEMAYKMMDLEE
VIPLDCCRLVKYDEFHDYLERSYEGEEDTPMGLLLGGVKSTYMFDLLL
ETRKPDQVFQSYKPGEVMVKVHVVDLKAESVAAPITVRAYLNQTVTEF
KQLISKAIHLPAETMRIVLERCYNDLRLLSVSSKTLKAEGFFRSNKVF
VESSETLDYQMAFAESHLWKLLDRHANTIRLFVLLPEQSPGSYSKRTA
YQKAGGDSGNVDDDCERVKGPVGSLKSVEAILEESTEKLKSLSLQQQQ
DGDNGDSSKSTETSDFENIESPLNERDSSASVDNRELEQHIQTSDPEN
FQSEERSDSDVNNDRSTSSVDSDILSSSHSSDTLCNADNAQIPLANGL
DSHSITSSRRTKANEGKKETWDTAEEDSGTDSEYDESGKSRGEMQYMY
FKAEPYAADEGSGEGYKWLMVHVDKRITLAAFKQHLEPFVGVLSSHFK
VFRVYASNQEFESVRLNETLSSFSDDNKITIRLGRALKKGEYRVKVYQ
LLVNEQEPCKFLLDAVFAKGMTVRQSKEELIPQLREQCGLELSIDRFR
LRKKTWKNPGTVFLDYHIYEEDINISSNWEVFLEVLDGVEKMKSMSQL
AVLSRRWKPSEMKLDPFQEVVLESSSVDELREKLSEISGIPLDDIEFA
KGRGTFPCDISVLDIHQDLDWNPKVSTLNVWPLYICDDGAVIFYRDKT
EELMELTDEQRNELMKKESSRLQKTGHRVTYSPRKEKALKIYLDGAPN
KDLTQD 

Native sequence in bold 
Protease cleavage TEV protease site underlined 
Cloning sites Not1 / NotI 



 
DNA sequence of insert GCGGCCGCCatggtgcccggcgaggagaaccaactggtcccgaaagag

atagaaaatgctgctgaagaacctagagtcttatgtattatacaagat
actactaattcaaagacagtgaatgaacggatcactttaaatttacca
gcatctactccagtcagaaagctctttgaagatgtggccaacaaagta
ggctacataaatggaacctttgacttggtgtggggaaatggaatcaat
actgctgatatggcaccactggatcataccagcgacaagtcacttctc
gacgctaattttgagccaggaaaaaagaactttctgcatttgacagat
aaagatggtgaacaacctcaaatactgctggaggattccagtgctggg
gaagacagtgttcatgacaggtttataggtccgcttccaagagaaggt
tctgtgggttctaccagtgattatgtcagccaaagctactcctactca
tctattttgaataaatcagaaactggatatgtgggactagtaaaccaa
gcaatgacttgctatttgaatagccttttgcaaacactttttatgact
cctgaatttaggaatgcattatataagtgggaatttgaagaatctgaa
gaagatccagtgacaagtattccataccaacttcaaaggctttttgtt
ttgttacaaaccagcaaaaagagagcaattgaaaccacagatgttaca
aggagctttggatgggatagtagtgaggcttggcagcagcatgatgta
caagaactatgcagagtcatgtttgatgctttggaacagaaatggaag
caaacagaacaggctgatcttataaatgagctatatcaaggcaagctg
aaggactacgtgagatgtctggaatgtggttatgagggctggcgaatc
gacacatatcttgatattccgttggtcatccgaccttatgggtccagc
caagcatttgctagtgtggaagaagcattgcatgcatttattcagcca
gagattctggatggcccaaatcagtatttttgtgaacgttgtaagaag
aagtgtgatgcacggaagggccttcggtttttgcattttccttatctg
ctgaccttacagctgaaaagattcgattttgattatacaaccatgcat
aggattaaactgaatgatcgaatgacatttcccgaggaactagatatg
agtacctttattgatgttgaagatgagaaatctcctcagactgaaagt
tgcactgacagtggagcagaaaatgaaggtagttgtcacagtgatcag
atgagcaacgatttctccaatgatgatggtgttgatgaaggaatctgt
cttgaaaccaatagtggaactgaaaagatctcaaaatctggacttgaa
aagaattccttgatctatgaacttttctctgttatggttcattctggg
agcgctgctggtggtcattattatgcatgtataaagtcattcagtgat
gagcagtggtacagcttcaatgatcaacatgtcagcaggataacacaa
gaggacattaagaaaacacatggtggatcttcaggaagcagaggatat
tattctagtgctttcgcaagttccacaaatgcatatatgctgatctat
agactgaaggatccagccagaaatgcaaaatttctagaagtggatgaa
tacccagaacatattaaaaacttggtgcagaaagagagagagttggaa
gaacaagaaaagagacaacgagaaattgagcgcaatacatgcaagata
aaattattctgtttgcatcctacaaaacaagtaatgatggaaaataaa
ttggaggttcataaggataagacattaaaggaagcagtagaaatggct
tataagatgatggatttagaagaggtaatacccctggattgctgtcgc
cttgttaaatatgatgagtttcatgattatctagaacggtcatatgaa
ggagaagaagatacaccaatggggcttctactaggtggcgtcaagtca
acatatatgtttgatctgctgttggagacgagaaagcctgatcaggtt
ttccaatcttataaacctggagaagtgatggtgaaagttcatgttgtt
gatctaaaggcagaatctgtagctgctcctataactgttcgtgcttac
ttaaatcagacagttacagaattcaaacaactgatttcaaaggccatc
catttacctgctgaaacaatgagaatagtgctggaacgctgctacaat
gatttgcgtcttctcagtgtctccagtaaaaccctgaaagctgaagga
ttttttagaagtaacaaggtgtttgttgaaagctccgagactttggat
taccagatggcctttgcagagtctcatttatggaaactcctggatcgg
catgcaaatacaatcagattgtttgttttgctacctgaacaatcccca
ggatcttattccaaaaggacagcataccagaaagctggaggcgattct
ggtaatgtggatgatgactgtgaaagagtcaaaggacctgtaggaagc
ctaaagtctgtggaagctattctagaagaaagcactgaaaaactcaaa
agcttgtcactgcagcaacagcaggatggagataatggggacagcagc
aaaagtactgagacaagtgactttgaaaacatcgaatcacctctcaat



gagagggactcttcagcatcagtggataatagagaacttgaacagcat
attcagacttctgatccagaaaattttcagtctgaagaacgatcagac
tcagatgtgaataatgacaggagtacaagttcagtggacagtgatatt
cttagctccagtcatagcagtgatactttgtgcaatgcagacaatgct
cagatccctttggctaatggacttgactctcacagtatcacaagtagt
agaagaacgaaagcaaatgaagggaaaaaagaaacatgggatacagca
gaagaagactctggaactgatagtgaatatgatgagagtggcaagagt
aggggagaaatgcagtacatgtatttcaaagctgaaccttatgctgca
gatgaaggttctggggaaggatataaatggttgatggtgcatgttgat
aaaagaattactctggcagctttcaaacaacatttagagccctttgtt
ggagttttgtcctctcacttcaaggtctttcgagtgtatgccagcaat
caagagtttgagagcgtccggctgaatgagacactttcatcattttct
gatgacaataagattacaattagactggggagagcacttaaaaaagga
gaatacagagttaaagtataccagcttttggtcaatgaacaagagcca
tgcaagtttctgctagatgctgtgtttgctaaaggaatgactgtacgg
caatcaaaagaggaattaattcctcagctcagggagcaatgtggttta
gagctcagtattgacaggtttcgtctaaggaaaaaaacatggaagaat
cctggcactgtctttttggattatcatatttatgaagaagatattaat
atttccagcaactgggaggttttccttgaagttcttgatggggtagag
aagatgaagtccatgtcacagcttgcagttttgtcaagacggtggaag
ccttcagagatgaagttggatcccttccaggaggttgtattggaaagc
agtagtgtggacgaattgcgagagaagcttagtgaaatcagtgggatt
cctttggatgatattgaatttgctaagggtagaggaacatttccctgt
gatatttctgtccttgatattcatcaagatttagactggaatcctaaa
gtttctaccctgaatgtctggcctctttatatctgtgatgatggtgcg
gtcatattttatagggataaaacagaagaattaatggaattgacagat
gagcaaagaaatgaactgatgaaaaaagaaagcagtcgactccagaag
actggacatcgtgtaacatactcacctcgtaaagagaaagcactaaaa
atatatctggatggagcaccaaataaagatctcactcaagactgaGCG
GCCGC 

 


